























































































































































































































































































































Chao1 estimate of number of 
unique sequences (± standard 
error) 
A. ricciae 38 12 12.1 ±0.3 
A. vaga 29 11 11.1 ±0.3 
M. quadricornifera 60 11 11.0 ± 0.7 













































(±  standard 
errors) 
1) ω1 = average dN/dS ratio across tree -15025 30052 0.015±0.001 
2) ω1 = dN/dS ratio within classes 
     ω2 = dN/dS ratio between classes 
-15000 30004 0.013 ±0.001 
0.078±0.011 
3) ω1 = dN/dS ratio within class 1 
    ω2 = dN/dS ratio within classes 2,3,4,5 
    ω3 = dN/dS ratio between classes 
-14989  29984 0.008±0.001  
0.016±0.001 
0.074±0.010 
4) site class 0, ω1 = dN/dS of codons 
under equivalent purifying selection on 
both between class and within class 
branches. p1 = proportion of codons 
site class 2a, ω2 = dN/dS of codons with 
higher dN/dS ratios on between class 
branches than on within class branches 
(with dN/dS ratio = ω1). p2 = proportion 
of codons  
(No codons were reconstructed to 
occupy site class 1 and 2b of model) 










































































































































































































































































































































































































































































































































Rotaria(sordida( Rsord5" 16.10.12" Silwood"Park"Campus,"Ascot,"UK" Moss"at"bottom"of"“supertree”." 300"
Rotaria(
tardigrada(
















































































Mag! 408.6" 472.7" 501.3" 915.0" 5593.149" 2.2eG16" 4.236" 7.464" 8.797" 43.50" 3772.793" 2.2eG16"
Soc! 438.8" 511.3" 582.6" 950.7" 4255.887" 2.2eG16" 2.951" 6.667" 20.23" 44.41" 2628.043" 2.2eG16"
Sor! 379.5" 518.9" 596.1" 990.5" 9003.736" 2.2eG16" 4.339" 8.122" 9.948" 29.33" 6631.353" 2.2eG16"




















































0.331±0.001" 0.349±0.001" 0.358±0.002" 0.371±0.006" 0.389±0.007"
R.&socialis& 0.334±0.001" 0.350±0.001" 0.352±0.002" 0.375±0.007" 0.455±0.008"
R.&sordida& 0.310±0.001" 0.339±0.001" 0.348±0.003" 0.371±0.002" 0.385±0.003"








































R.(magnacalcarata(with"R.(socialis( 0.1977208"" 0.2253067" 0.02899"




R.(socialis(with"R.(sordida( 0.2212946"" 0.2633127" 3.369eG07"
R.(socialis(with"R.(tardigrada( 0.2084568"" 0.2483918" 1.682eG06"


























































base!AV10109;"gb|EU643480.1|" contig6151" 585" 178" 759" 37" 617"AV10027;"gb|EU643475.1|"""""
contig25405" 416" 956" 1371" 21" 436"contig44832" 345" 305" 649" 409" 65"contig3074" 232" 737" 968" 1" 232"AV10134;"gb|EU643488.1|"""""
contig20134" 377" 1195" 1568" 519" 143"contig60041" 306" 700" 1005" 2" 307"contig60557" 102" 348" 449" 1" 102"AV10092;"gb|EU643479.1|"""""






Gene!ID! Primers! Length! %!gene!
amplified!AV10092"" AV10092.1_F:"TGCAACGGYCWTKCGGCTAA"AV10092.1_R:"TCGGYTCGTTCGGYGTACCA"" 340bp" 15.40"AV10109" AV10109.1_F:"ACGGGACGACGAAAACAAAAACTTG"AV10109.1_R:"TYGGTRTTGCTKCTKKCCACAT"" 503bp" 66.45"AV10134" AV10134.1_F:"CGCSGCRCACCAAATGCCRC"AV10134.1_R:"GCGCACGACTYCCRGGTCTY"" 395bp" 23.94"AV10027" AV10027.1_F:"AGCAGCAGGTGCATTTGAGCC"AV10027.1_R:"TCGTTCAGGTGCTGATCCCGC" 157bp"" 9.10"""
Table!5.3."PCR"conditions"for"amplification"of"the"four"candidate"genes"

















Gene! Annotated!function! GO!categories! EC!numbers!AV10092" betaGgalactosidase"6! GO:0009987"GO:0005488"GO:0004565"GO:0044699"GO:0005975"GO:0005576"GO:0044464!
EC:"3.2.1.23"








Family Species AV10027 AV10092 AV10109 AV10134 
Adinetidae Adineta barbata     
 Adineta cuneata     
 Adineta gracilis     
 Adineta ricciae     
 Adineta steineri     
 Adineta tuberculosa     
 Adineta vaga     
      
Philodinidae Dissotrocha aculeata     
 Philodina megalatrocha     
 Philodina citrina     
 Rotaria mento     
 Rotaria rotatoria     
 Rotaria magnacalcarata      
 Rotaria socialis      
 Rotaria sordida     
 Rotaria tardigrada     
      












































Gene! Species! Transcript! Length! Expression! Copy!
ID!AV10027" Sor" sor_comp22980_c0_seq1! 426" 2.19" 1"
! ! sor_comp22980_c1_seq1! 326" 1.36" 1"
! ! sor_comp22980_c2_seq1! 218" 0" 1"
! ! sor_comp862155_c0_seq1! 325" 0.34" 1"
! Tar" tar_comp4389_c0_seq1! 320" 2.04" 1"
! ! tar_comp2790_c0_seq1! 232" 0.39" 1"AV10092" Mag" mag_comp18511_c0_seq1! 1211" 2.46" 1"
! ! mag_comp264314_c0_seq1! 655" 1.94" 1"
! ! mag_comp556164_c0_seq1! 541" 2.72" 1"
! Soc" soc_comp23815_c0_seq1! 514" 1.91" 1"
! ! soc_comp982572_c0_seq1! 204" 1.52" 1"
! Sor" sor_comp42967_c0_seq1! 2366" 14.07" 1"
! ! sor_comp42967_c0_seq2! 2394" 7.74" 1"
! ! sor_comp42967_c0_seqs3" 912" 3.9" 1"
! ! sor_comp42967_c0_seqs4" 2629" 1.46" 1"
! ! sor_comp42967_c0_seqs5" 2447" 0" 1"
! ! sor_comp25721_c0_seq1" 445" 0" 2"
! ! sor_comp25721_c0_seq2" 483" 0" 2"
! ! sor_comp25721_c0_seq3" 501" 2.61" 2"
! ! sor_comp25721_c0_seq4" 539" 0" 2"
! ! sor_comp357733_c0_seq1" 323" 0.34" 2"
! ! sor_comp281101_c0_seq1" 338" 0" 1"
! Tar" tar_comp68467_c0_seq1" 1863" 3.29" 1"
! ! tar_comp68467_c0_seq2" 2488" 9.39" 1"
! ! tar_comp588972_c0_seq1" 405" 0.57" 2"
! ! tar_comp884137_c0_seq1" 390" 1" 2"AV10109" Mag" mag_comp29836_c0_seq1" 942" 0.84" 1"" " mag_comp29836_c0_seq2" 852" 18.23" 1"" " mag_comp29836_c0_seq3" 868" 0" 1"" " mag_comp196680_c0_seq1" 878" 4.31" 2"" " mag_comp27154_c0_seq1" 889" 13.73" 3"" " mag_comp27154_c0_seq2" 900" 0" 3"" " mag_comp27154_c0_seq3" 482" 0" 3"" Soc" soc_comp29322_c0_seq1" 867" 13.99" 1"" Sor" sor_comp31489_c0_seq1" 856" 6.38" 1"" " sor_comp31489_c0_seq2" 897" 0" 1"" " sor_comp37643_c0_seq1" 878" 0" 2"" " sor_comp37643_c0_seq2" 870" 6.05" 2"" " sor_comp38123_c0_seq1" 894" 4.83" 3"" " sor_comp41833_c0_seq1" 942" 45.02" 4"" " sor_comp38617_c0_seq1" 929" 13.89" 5"" " sor_comp36402_c0_seq1" 895" 20.65" 6"" " sor_comp36249_c0_seq1" 864" 2.94" 7"" " sor_comp13999_c1_seq1" 510" 2.76" G"" " sor_comp13999_c0_seq1" 309" 1.82" G"" " sor_comp737503_c0_seq1" 236" 1.05" G"" Tar" tar_comp54896_c0_seq1" 1106" 0" 1"" " tar_comp54896_c0_seq2" 1059" 6.34" 1"" " tar_comp67385_c0_seq1" 1002" 9.38" 2"" " tar_comp65511_c0_seq1" 1003" 0" 3"" " tar_comp65511_c0_seq2" 969" 14.38" 3"" " tar_comp67825_c0_seq1" 984" 0" 4"" " tar_comp67825_c0_seq2" 659" 4.58" G"
"" 118"
























































































B.(plicatilis).!" mag.soc! mag.sor! mag.tar! soc.sor! soc.tar! sor.tar! cal.plic!reciprocal"best"hits" 23548" 13542" 14399" 13109" 13803" 25199" 4315"reciprocal"best"hits,"trimmed"
5088! 11338! 12206! 11124! 11779! 18308! 2225!
mean"pdist"(±standard"error)"
0.058±0.0003" 0.126±0.0003" 0.130±0.0003" 0.126±0.0003" 0.131±0.0003" 0.087±0.0002" 0.231±0.0006"
mean"ka"(±standard"error)"
0.037±0.0004" 0.088±0.0004" 0.089±0.0004" 0.088±0.0004" 0.090±0.0004" 0.071±0.0003" 0.106±0.0009"
mean"ks"(±standard"error)"
0.138±0.0008" 0.348±0.0009" 0.371±0.0015" 0.350±0.0013" 0.374±0.0010" 0.183±0.0009" 1.578±0.0015"
mean"kaks"(±standard"error)"
0.280±0.0031" 0.268±0.0015" 0.258±0.0015" 0.268±0.0016" 0.258±0.0015" 0.414±0.0018" 0.073±0.0008"
number"






















































organic substance biosynthetic process
biosynthetic process
cellular macromolecule metabolic process
biological regulation
cellular nitrogen compound metabolic process
heterocycle metabolic process
organic cyclic compound metabolic process
nitrogen compound metabolic process
cellular aromatic compound metabolic process
nucleobase-containing compound metabolic process
regulation of cellular process
protein metabolic process
regulation of biological process
response to stimulus
cellular protein metabolic process










regulation of primary metabolic process











small molecule metabolic process
cellular component organization or biogenesis
organic cyclic compound biosynthetic process
aromatic compound biosynthetic process
heterocycle biosynthetic process
cellular nitrogen compound biosynthetic process
system development
regulation of biological quality
cellular response to stimulus
phosphate-containing compound metabolic process
cellular component organization
regulation of macromolecule metabolic process
organonitrogen compound metabolic process
nucleobase-containing compound biosynthet...























comp30073_c0_seq2! comp34320_c0_seq3! tr|B2J555|B2J555_NOSP7! Lipolytic!enzyme,!GUDUSUL!family! 1.00EU29!! lipolytic!protein!gUdUsUl!family! GO:0016740;!GO:0052689! EC:2;!EC:3.1.1!! 1.14964826125921!comp19164_c0_seq1! comp31818_c0_seq2! tr|K1QKX9|K1QKX9_CRAGI! Ryanodine!receptor!44F! 3.00EU07!! Calmodulin!4!! GO:0005625;!GO:0005509;!GO:0006468;!GO:0005524;!!GO:0004674! ! 1.13596069484949!comp348_c0_seq1! comp602447_c0_seq1! tr|H2W9D2|H2W9D2_CAEJA! Uncharacterized!protein! 6.00EU48!! aquaporin!3!! GO:0015700;!GO:0042476;!GO:0015204;!GO:0015254;!GO:0016021;!GO:0015105;!GO:0070295;!GO:0015250;!GO:0071918;!GO:0005911;!GO:0032526;!GO:0015793;!GO:0016323;!GO:0034220;!GO:0002684;!GO:0005737!!
! 1.01266419604744!




transcript! R.#sordida#transcript! Top&blastx&hit! Top&blastx&description! Top&blastx&
e5
value!
Blast2Go&annotation! GO&categories! EC&numbers! dN/dS&
ratio&
comp657027_c0_seq1! comp41798_c1_seq1! tr|E2RSB5|E2RSB5_CANFA! Uncharacterized!protein! 2.00EU67! nuclear!receptor!coactivator!7!isoform!1! GO:0016998! ! 1.31830061851727!comp32738_c4_seq1! comp725041_c0_seq1! tr|H0ZK61|H0ZK61_TAEGU! Uncharacterized!protein! 1.00EU11! exonuclease!1! GO:0016446;!GO:0048256;!GO:0090305;!GO:0007126;!GO:0046872;!GO:0045145;!GO:0002455;!GO:0045190;!GO:0006298;!GO:0005515;!GO:0004523;!GO:0051908;!GO:0005634;!GO:0043566!
! 1.20480074687343!












comp831170_c0_seq1! comp63526_c0_seq5! tr|K1PXN8|K1PXN8_CRAGI! PreUmRNAUsplicing!factor!CWC22Ulike!protein! 3.00EU19! preUmrnaUsplicing!factor!cwc22!homolog! GO:0005737;!GO:0005730;!GO:0008380;!GO:0003677;!GO:0003723;!GO:0006397;!GO:0071013!
! 1.72570484616108!comp27030_c0_seq4! comp48993_c0_seq1! tr|E9PTJ4|E9PTJ4_RAT! Glycine!cleavage!system!H!protein,!mitochondrial! 1.00EU32! glycine!cleavage!system!h!mitochondrial!precursor!









comp52055_c0_seq1! comp22710_c0_seq1! tr|D2VTC4|D2VTC4_NAEGR! Nucleoside!diphosphate!kinase! 2.00EU11! nucleoside!diphosphate!kinase! GO:0006165;!GO:0004550;!GO:0005829;!GO:0046872;!GO:0006228;!GO:0005758;!GO:0005524;!GO:0006183;!GO:0006241!
EC:2.7.4.6! 1.47425489054204!
comp315285_c0_seq1! comp24853_c0_seq1! tr|B5YDH1|B5YDH1_DICT6! Methylglyoxal!synthase!! 6.00EU34! methylglyoxal!synthase! GO:0019242;!GO:0008929! ! 1.42079257042969!comp7196_c0_seq1! comp21642_c1_seq1! tr|C3XUD9|C3XUD9_BRAFL! Anoctamin!! 2.00EU122! anoctaminU10!isoform!1! GO:0005622;!GO:0034220;!GO:0005886;!GO:0005229;!GO:0008219;!GO:0006821;!GO:0034707!
! 1.05941387627821!comp559150_c0_seq1! comp1336713_c0_seq1! tr|K1RQ26|K1RQ26_CRAGI! Potassium!voltageUgated!channel!subfamily!H!member!7! 1.00EU07! potassium!voltageUgated!channel!subfamily!h!member!2Ulike!








annotation! GO&categories! EC&numbers! dN/dS&ratio&











comp38555_c1_seq2! comp66334_c0_seq2! tr|H2Y9P8|H2Y9P8_CIOSA! ! 5.00EU26! disabled!homolog!2Ulike! GO:0016358;!GO:0021942;!GO:0043005;!GO:0007219;!GO:0051645;!GO:0016020;!GO:0097477;!GO:0048712;!GO:0021589;!GO:0050771;!GO:0006898;!GO:0007162;!GO:0005543;!GO:0007494;!GO:0021813;!GO:0005829;!GO:0007628;!GO:0043548;!GO:0042169;!GO:0046426;!GO:0007264;!GO:0043025;!GO:0021517;!GO:0045860;!GO:0005903;!GO:0042493;!GO:0014069;!GO:0045666;!GO:0045177;!GO:0048471!
! 1.50183066824754!
comp40589_c0_seq7! comp64735_c0_seq2! tr|I1GE48|I1GE48_AMPQE! ! 2.00EU16! tumor!suppressor!candidate!3Ulike! GO:0015693;!GO:0050890;!GO:0005886;!GO:0045454;!GO:0008250;!GO:0015095;!GO:0016021;!GO:0005739!
! 1.45134235025666!
comp11417_c0_seq1! comp38500_c0_seq1! sp|Q8K4I6|CBY1_RAT! Protein!chibby!homolog!1!! 5.00EU12! protein!chibby!homolog!1! GO:0005802;!GO:0055007;!GO:0016607;!GO:0090090;!GO:0045892;!GO:0005794;!GO:0045444;!GO:0042802;!GO:0008104;!GO:0042384;!GO:0008013;!GO:0005932!
! 1.40306326977197!
comp615706_c0_seq1! comp895073_c0_seq1! tr|B7QJ35|B7QJ35_IXOSC! DNA!polymerase!gamma,!putative!! 5.00EU17! dna!polymerase!subunit!gammaU1! GO:0005743;!GO:0003887;!GO:0005760;!GO:0042645;! EC:2.7.7.7! 1.34906041045707!
!! 145!
GO:0006264;!GO:0003677;!GO:0002020;!GO:0000731;!GO:0006298;!GO:0006287;!GO:0007568;!GO:0004527;!GO:0003682!comp25880_c0_seq1! comp63114_c1_seq1! tr|F7AHN4|F7AHN4_MONDO! Uncharacterized!protein!! 2.00EU24! phospholipase!d1! GO:0004620;!GO:0016042;!GO:0007264;!GO:0046474;!GO:0005543;!GO:0005768;!GO:0042221;!GO:0008081;!GO:0031090;!GO:0040011;!GO:0012505;!GO:0044431;!GO:0005783!
EC:3.1.4! 1.33865331232539!
comp42907_c4_seq4! comp52788_c0_seq1! tr|D2A3X3|D2A3X3_TRICA! Putative!uncharacterized!protein! 3.00EU66! alkyl!hydroperoxide!thiol!specific! GO:0005829;!GO:0042744;!GO:0005875;!GO:0055114;!GO:0008340;!GO:0042594;!GO:0008354;!GO:0004602;!GO:0045454;!GO:0007155;!GO:0007281;!GO:0008379;!GO:0006974!
EC:1.11.1.9! 1.29710421894803!
comp603281_c0_seq1! comp1235822_c0_seq1! tr|G3Q702|G3Q702_GASAC! Uncharacterized!protein! 1.00EU25! carboxypeptidase!z! GO:0072657;!GO:0004181;!GO:0042043;!GO:0008270;!GO:0003214;!GO:0006508;!GO:0007155;!GO:0050839;!GO:0030070;!GO:0005794!
EC:3.4.17! 1.27763940830553!
comp39264_c2_seq1! comp63496_c0_seq3! tr|F1SU03|F1SU03_PIG! Uncharacterized!protein!! 2.00EU17! basement!membraneUspecific!heparan!sulfate!proteoglycan!core!protein!
GO:0048513;!GO:0044767;!GO:0043170;!GO:0009987! ! 1.27346751366318!
comp29446_c0_seq1! comp61720_c0_seq3! tr|G7WB88|G7WB88_DESOD! Lysophospholipase! 2.00EU56! lysophospholipase! GO:0016787! EC:3! 1.23588001762973!comp42780_c1_seq1! comp18431_c0_seq1! tr|K1QUN3|K1QUN3_CRAGI! ! 2.00EU18! zinc!transporter!8! GO:0008324;!GO:0055085;!GO:0040010;!GO:0006812;!GO:0032440;!GO:0016021;!GO:0055114!
EC:1.3.1.74! 1.21955582923836!
!! 146!
comp551473_c0_seq1! comp1020737_c0_seq1! sp|Q6TUI4|DICER_BOVIN! Endoribonuclease!Dicer!! 3.00EU13! endoribonuclease!dicer!isoform!1! GO:0021522;!GO:0008026;!GO:0031069;!GO:0071335;!GO:0055013;!GO:0048754;!GO:2000630;!GO:0004525;!GO:0030422;!GO:0046872;!GO:0021987;!GO:0005829;!GO:0048713;!GO:0010070;!GO:0045069;!GO:0051726;!GO:0009791;!GO:0006200;!GO:0035264;!GO:0032290;!GO:0051607;!GO:0045664;!GO:0045944;!GO:0021591;!GO:0003725;!GO:0031054;!GO:0048536;!GO:0014040;!GO:0021889;!GO:0031643;!GO:0048812;!GO:0005515;!GO:0000122;!GO:0005524;!GO:0060119;!GO:0035198;!GO:0010626;!GO:0030423;!GO:0051225;!GO:0035279;!GO:0001525;!GO:0021675;!GO:0035116;!GO:0043066;!GO:0016442;!GO:0070883;!GO:0019827;!GO:0060576;!GO:0030324;!GO:0070173!
EC:3.1.26.3! 1.21051945208396!
comp21312_c0_seq1! comp421275_c0_seq1! tr|E1C7I3|E1C7I3_CHICK! Uncharacterized!protein! 1.00EU40! histamine!h3!receptorUlike! GO:0004930;!GO:0007165! ! 1.20185574584911!comp42822_c1_seq6! comp64466_c0_seq8! tr|E5SB51|E5SB51_TRISP! ! 1.00EU23! zinc!transporter!10! GO:0016021;!GO:0008324;!GO:0006812;!GO:0055085! ! 1.19848060541822!comp43265_c4_seq3! comp61509_c0_seq1! tr|B3S3S4|B3S3S4_TRIAD! Putative!uncharacterized!protein!! 1.00EU22! fasUassociated!factor!1Ulike! GO:0048731;!GO:0042176;!GO:0007253;!GO:0043161;!GO:0019901;!GO:0045859;!GO:0031265;!GO:0030155;!GO:0043130;!GO:0005829;!GO:0031072;!GO:0019904;!
! 1.19672522776457!
!! 147!
GO:0005635;!GO:0031625;!GO:0031334;!GO:0043065;!GO:0034098;!GO:0019887;!GO:0051059;!GO:0048471!comp559511_c0_seq1! comp51836_c0_seq1! tr|F8NHR5|F8NHR5_SERL9! Putative!uncharacterized!protein!! 9.00EU11! zinc!finger!protein!835!isoform!1! GO:0003676;!GO:0046872! ! 1.19530770615248!comp26450_c0_seq1! comp43805_c0_seq1! tr|H2WI53|H2WI53_CAEJA! Uncharacterized!protein!! 9.00EU32! ifaU!partial! GO:0009792;!GO:0002119;!GO:0007126;!GO:0005882;!GO:0040010;!GO:0005198! ! 1.18017259006931!comp24254_c0_seq2! comp1660_c0_seq1! tr|A7T1N0|A7T1N0_NEMVE! Predicted!protein!! 2.00EU25! transient!receptor!potential!cation!channel!subfamily!m!member!1! GO:0044763;!GO:0044765;!GO:0005216;!GO:0016020!! ! 1.17097070685493!comp15643_c0_seq1! comp49807_c1_seq1! sp|Q6NY98|MCE1_DANRE! mRNAUcapping!enzyme!! 3.00EU40! mrnaUcapping!enzyme! GO:0035335;!GO:0019048;!GO:0004651;!GO:0006370;!GO:0004725;!GO:0008138;!GO:0004484;!GO:0005654;!GO:0005525;!GO:0006366!
EC:3.1.3.33;!EC:3.1.3.48;!EC:2.7.7.50!
1.1662104837749!
comp499193_c0_seq1! comp46264_c0_seq1! tr|G3RCJ3|G3RCJ3_GORGO! Uncharacterized!protein! 2.00EU22! protein!kinase!c!theta!type!isoform!2! GO:0006955;!GO:0044464;!GO:0044260;!GO:0044707;!GO:0002684;!GO:0019538;!GO:0009605;!GO:0007166;!GO:0048583;!GO:0050865;!GO:0048522;!GO:0051239;!GO:0016301;!GO:0005488;!GO:0009611!
! 1.16175594391885!
comp41080_c0_seq2! comp66808_c1_seq12! tr|D2A4S3|D2A4S3_TRICA! Putative!uncharacterized!protein!! 7.00EU63! rasUrelated!protein!rabU35! GO:0000910;!GO:0045171;!GO:0006909;!GO:0005739;!GO:0007264;!GO:0045202;!GO:0005905;!GO:0019003;!GO:0005546;!GO:0016197;!GO:0031253;!GO:0043025;!GO:0003924;!GO:0005811;!GO:0045334;!GO:0015031;!
! 1.15060210776449!
!! 148!
GO:0005525!comp36834_c0_seq4! comp55191_c0_seq1! tr|B3NLD7|B3NLD7_DROER! GG21085!! 1.00EU19! cytoplasmic!linker!protein!isoform!q! GO:0005875;!GO:0005794;!GO:0045169;!GO:0000776;!GO:0003779;!GO:0051010;!GO:0035371;!GO:0005938;!GO:0007349;!GO:0007017;!GO:0005876!
! 1.13938984087200!
comp41046_c2_seq2! comp24512_c0_seq1! tr|E0VJ68|E0VJ68_PEDHC! Leucine!zipperUEFUhandUcontaining!transmembrane!protein!1,!putative!!
3.00EU23! letm1!and!efUhand!domainUcontaining!protein!anonU!mitochondrialUlike!
GO:0005509;!GO:0016021;!GO:0005739! ! 1.13698032579871!
comp33889_c0_seq2! comp57803_c0_seq1! tr|K7ITZ7|K7ITZ7_NASVI! ! 5.00EU46! zinc!metalloproteinase!nasU13Ulike! GO:0004222;!GO:0006508;!GO:0008270! EC:3.4.24! 1.13475545448962!comp30602_c1_seq1! comp56211_c0_seq1! tr|B9N0M4|B9N0M4_POPTR! Predicted!protein!! 2.00EU13! tpa:!uUbox!domain!protein!kinase!family! GO:0016567;!GO:0004842;!GO:0016772;!GO:0000166;!GO:0000151! EC:6.3.2.19;!EC:2.7! 1.13343135722233!comp36623_c0_seq1! comp39298_c0_seq1! tr|D7T1R5|D7T1R5_VITVI! Putative!uncharacterized!protein! 4.00EU10! protein! GO:0008270;!GO:0044435;!GO:0016874;!GO:0016020! EC:6! 1.13225979710836!comp8953_c0_seq1! comp569673_c0_seq1! tr|A7RP74|A7RP74_NEMVE! Predicted!protein! 1.00EU14! symplekin! GO:0005923;!GO:0005856;!GO:0005730;!GO:0006378;!GO:0007155;!GO:0005515;!GO:0035307;!GO:0005654;!GO:0005737;!GO:0005886!
! 1.13168062422103!
comp38206_c1_seq1! comp63716_c0_seq2! tr|E1ZY63|E1ZY63_CAMFO! Monocarboxylate!transporter!12!! 4.00EU45! monocarboxylate!transporter! GO:0055085;!GO:0016021! ! 1.13112105264302!comp40804_c0_seq3! comp70597_c1_seq1! tr|A8WU67|A8WU67_CAEBR! Protein!CBRUIFBU1!! 2.00EU46! cytoplasmic!intermediate!filament!protein! GO:0048856;!GO:0007275;!GO:0044767;!GO:0044424! ! 1.12638107804157!comp24711_c0_seq1! comp51640_c0_seq1! tr|F7DV78|F7DV78_XENTR! Uncharacterized!protein!! 1.00EU14! leucineUrich!repeatUcontaining!protein!34! GO:0008773! EC:2.7.7.59! 1.12107186012819!comp36162 comp62467_c0 tr|K7IZ87|K7 ! 1.00EU chymotrypsin!inhibitor! GO:0004867;!GO:0005615;! ! 1.120018
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_c0_seq2! _seq2! IZ87_NASVI! 07! precursor! GO:0019870;!GO:0010466;!GO:0042151;!GO:0033644;!GO:0044562;!GO:0007596! 11981912!comp36008_c0_seq1! comp62312_c0_seq1! tr|I1FKG1|I1FKG1_AMPQE! Uncharacterized!protein!! 2.00EU63! phosphoglycerate!mutase! GO:0010363;!GO:0009963;!GO:0006612;!GO:0016310;!GO:0016301;!GO:0010583;!GO:0009407!
! 1.11626644541564!
comp42313_c2_seq5! comp69889_c0_seq7! tr|I1EAW3|I1EAW3_AMPQE! Uncharacterized!protein!! 5.00EU24! crebUbinding!protein! GO:0008270;!GO:0006355;!GO:0000123;!GO:0004402;!GO:0016573;!GO:0003713! EC:2.3.1.48! 1.11426183664249!comp42028_c0_seq3! comp56011_c0_seq2! tr|H9KPP9|H9KPP9_APIME! ! 2.00EU17! ceramide!kinase! GO:0005488;!GO:0016301;!GO:0044424;!GO:0044237! ! 1.10682412477601!comp8027_c0_seq1! comp564153_c0_seq1! tr|D2A035|D2A035_TRICA! Putative!uncharacterized!protein!! 2.00EU34! zinc!transporter!9! GO:0005385;!GO:0072511;!!GO:0071577;!GO:0005856;!GO:0045944;!GO:0016021;!GO:0030374;!GO:0000166;!GO:0016922;!GO:0003682;!GO:0005634!
! 1.10378568439996!
comp498159_c0_seq1! comp60548_c0_seq8! tr|E9CG87|E9CG87_CAPO3! Nuclease!Le3!! 1.00EU15! endonuclease!3! GO:0048827;!GO:0009987;!GO:0048437;!GO:0004519;!GO:0048438! ! 1.09662562801359!comp42126_c0_seq34! comp68643_c0_seq8! tr|E0VW67|E0VW67_PEDHC! Denn!domainUcontaining!protein,!putative!! 3.00EU52! denn!domainUcontaining!protein!1b!isoform!1! GO:0030136;!GO:0017112;!GO:0005829;!GO:0015031! ! 1.09297460960367!comp39232_c0_seq2! comp53709_c0_seq1! tr|C3ZRZ2|C3ZRZ2_BRAFL! Putative!uncharacterized!protein!! 1.00EU45! transmembrane!protease!serine!4! GO:0016020;!GO:0005044;!GO:0006508;!GO:0004252! EC:3.4.21! 1.08907280455344!comp36138_c0_seq2! comp58643_c0_seq1! tr|I3K4L4|I3K4L4_ORENI! Uncharacterized!protein!! 1.00EU51! carbonic!anhydrase!4Ulike! GO:0005737;!GO:0005886;!GO:0006730;!GO:0004089;!GO:0016021;!GO:0008270! EC:4.2.1.1! 1.07498988409096!comp36039_c0_seq1! comp41999_c0_seq1! tr|B1XLC1|B1XLC1_SYNP2! ! 1.00EU53! 5!Unucleotidase! GO:0009166;!GO:0008253! EC:3.1.3.5! 1.07371715439277!comp26050 comp57761_c0 tr|J9K0N3|J9 Uncharacterized! 2.00EU h+!transporting!atp! GO:0008553;!GO:0015986;! EC:3.6.3.6! 1.072773
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_c0_seq1! _seq1! K0N3_ACYPI! protein!! 10! synthase!subunit!e! GO:0005811;!GO:0000276! 92632054!comp36167_c0_seq1! comp12243_c0_seq1! tr|E9GYA4|E9GYA4_DAPPU! Putative!uncharacterized!protein!! 6.00EU57! monocarboxylate!transporter!1! GO:0016021;!GO:0055085! ! 1.06855253982387!comp42290_c0_seq5! comp54257_c0_seq2! tr|H9GN73|H9GN73_ANOCA! P2X!purinoceptor! 8.00EU16! p2x!purinoceptor!4! GO:0010524;!GO:0035590;!GO:0042803;!GO:0001894;!GO:0002028;!GO:0097190;!GO:0005507;!GO:0045429;!GO:0014069;!GO:0034405;!GO:0004931;!GO:0005102;!GO:0042311;!GO:0019233;!GO:0008217;!GO:0055117;!GO:0060079;!GO:0010614;!GO:0030054;!GO:0051260;!GO:0008144;!GO:0050850;!GO:0043195;!GO:0005887;!GO:0048471;!GO:0008270;!GO:0005524;!GO:0055119;!GO:0045296;!GO:0042118;!GO:0045177;!GO:0001614;!GO:0032308;!GO:0043025;!GO:0043197;!GO:0019228;!GO:0033198!
! 1.06645748469486!
comp35842_c0_seq1! comp58278_c0_seq1! tr|D2V7W6|D2V7W6_NAEGR! Histone!H2A!! 1.00EU36! histone!h2a! GO:0000786;!GO:0006281;!GO:0003677;!GO:0006334;!GO:0046982;!GO:0005634! ! 1.06396499201342!comp25681_c1_seq3! comp34706_c0_seq1! tr|C5YDX9|C5YDX9_SORBI! Putative!uncharacterized!protein!! 7.00EU09! calmodulinUlike!3! GO:0005509! ! 1.05627019572510!comp35762_c0_seq2! comp62591_c1_seq2! tr|J9JPD0|J9JPD0_ACYPI! ! 1.00EU10! isoform!b! GO:0005705;!GO:0006355;!GO:0050821;!GO:2000495;!GO:0048471;!GO:0005634! ! 1.05578084246534!comp36985_c0_seq1! comp64858_c0_seq2! tr|F7HDR7|F7HDR7_MAC P2X!purinoceptor! 2.00EU52! p2x!purinoceptor!1! GO:0045121;!GO:0051291;!GO:0043005;!GO:0031240;! ! 1.05424098532780!
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MU! GO:0030168;!GO:0004931;!GO:0008270;!GO:0005262;!GO:0008144;!GO:0033198;!GO:0043270;!GO:0007320;!GO:0046513;!GO:0006919;!GO:0003056;!GO:0051924;!GO:0035249;!GO:0045211;!GO:0001614;!GO:0043234;!GO:0002554;!GO:0035590;!GO:0019228;!GO:0070588;!GO:0051260;!GO:0005887;!GO:0005524;!GO:0008217!comp33107_c0_seq1! comp66717_c0_seq3! tr|B4I0T8|B4I0T8_DROSE! GM12376!! 5.00EU31! heparanUalphaUglucosaminide!nUacetyltransferaseUlike! GO:0030001;!GO:0046872! ! 1.05419192463251!comp22227_c0_seq1! comp622222_c0_seq1! tr|K1R247|K1R247_CRAGI! ! 3.00EU42! condensin!complex!subunit!1! GO:0007076;!GO:0005694;!GO:0005634;!GO:0005829;!GO:0051301! ! 1.05107587472505!comp33717_c0_seq1! comp66466_c3_seq9! tr|K1PNF3|K1PNF3_CRAGI! ! 3.00EU14! pdz!domain!protein! GO:0005080;!GO:0031143;!GO:0008270;!GO:0003712;!GO:0045214;!GO:0001942;!GO:0035019;!GO:0030274;!GO:0005667;!GO:0010669;!GO:0005856;!GO:0051371;!GO:0030018;!GO:0045944;!GO:0048471;!GO:0044089;!GO:0005634!
! 1.04982628493748!
comp39104_c0_seq4! comp61646_c0_seq2! tr|C3ZKQ9|C3ZKQ9_BRAFL! Putative!uncharacterized!protein!! 3.00EU23! isoform!d! GO:0050794! ! 1.04945738749871!!comp37762_c0_seq4! comp61600_c0_seq1! tr|K1QV51|K1QV51_CRAGI! ! 4.00EU19! microtubuleUassociated!protein!2! GO:0035085;!GO:0001764;!GO:0006921;!GO:0034399;!GO:0019901;!GO:0030426;!GO:0045298;!GO:0005829;!GO:0007628;!GO:0005874;!
! 1.04709778017539!
!! 152!
GO:0008017;!GO:0045773;!GO:0071813;!GO:0030424;!GO:0005875;!GO:0008088;!GO:0047497;!GO:0032387;!GO:0060632;!GO:0005886;!GO:0031116;!GO:0017124;!GO:0034185;!GO:0005200;!GO:0010506!comp29608_c1_seq1! comp61746_c1_seq1! tr|K1QLT5|K1QLT5_CRAGI! ! 1.00EU37! phospholipase!membraneUassociatedUlike! GO:0001523;!GO:0060314;!GO:0016529;!GO:0086004;!GO:0090534;!GO:0086092;!GO:0016042;!GO:1901077;!GO:0004622;!GO:0004623;!GO:0046474;!GO:0016021;!GO:0086023;!GO:0048738;!GO:0036151;!GO:0051926;!GO:0090279;!GO:0010881;!GO:0007603;!GO:0010459;!GO:1901895;!GO:0005246;!GO:0016324;!GO:0042030!
EC:3.1.1.5;!EC:3.1.1.4! 1.04654664152773!
comp30940_c0_seq1! comp60303_c0_seq2! sp|A3KNS9|ARAID_DANRE! AllUtrans!retinoic!acidUinduced!differentiation!factor!
2.00EU27! apoptosisUrelated!protein!3Ulike! GO:0048523;!GO:0051094;!GO:0060255;!GO:0030154;!GO:0030278;!GO:0016020;!GO:0005634!
! 1.04619545755957!
comp22991_c0_seq1! comp41290_c1_seq1! tr|H9KGD6|H9KGD6_APIME! Uncharacterized!protein!! 4.00EU44! potassium!voltageUgated!channel!subfamily!kqt!member!1Ulike! GO:0007267;!GO:0030659;!GO:0048519;!GO:0051046;!GO:0070887;!GO:0051050;!GO:0051018;!GO:0010468;!GO:0086002;!GO:0060306;!GO:0086008;!GO:0071805;!GO:0061337;!GO:0005768;!GO:0008076;!GO:0086013;!GO:0019899!
! 1.04392947300601!
comp28197_c0_seq1! comp66711_c0_seq2! tr|H9K1A0|H9K1A0_APIM Uncharacterized!protein!! 6.00EU36! protein!ubash3a!homolog! GO:0044699;!GO:0050789! ! 1.04373047994739!
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E!comp22989_c0_seq1! comp38696_c1_seq1! tr|A7S5P1|A7S5P1_NEMVE! Predicted!protein! 3.00EU14! protein! GO:0007165! ! 1.04316231929718!comp21936_c0_seq1! comp60349_c0_seq1! tr|C6B4K0|C6B4K0_RHILS! ! 2.00EU21! amidohydrolase! GO:0008152;!GO:0047980! EC:3.5.1.32! 1.04100631130101!comp34712_c0_seq1! comp366216_c0_seq1! tr|I7LZQ6|I7LZQ6_TETTS! Uncharacterized!protein!! 9.00EU12! tnf!receptorUassociated!factor!6Ulike! GO:0007166;!GO:0009617;!GO:0006955;!GO:0071310;!GO:0048513;!GO:0046872;!GO:0016567;!GO:0010740;!GO:0030154;!GO:0071902;!GO:0044767;!GO:0006950;!GO:0002682!
! 1.04088685908162!
comp28485_c0_seq1! comp62455_c0_seq3! tr|B7PDF7|B7PDF7_IXOSC! Na+/K+!ATPase,!beta!subunit,!putative! 2.00EU45! na+!k+!beta! GO:0006812;!GO:0016020! ! 1.04078670853358!comp587697_c0_seq1! comp27201_c0_seq1! tr|F2R8G2|F2R8G2_STRVP! UracilUDNA!glycosylase,!family!! 5.00EU13! uracilUdna!glycosylase! GO:0006471;!GO:0003956;!GO:0016798! EC:2.4.2.31;!EC:3.2! 1.03937932987045!comp42509_c0_seq3! comp63407_c0_seq4! tr|G3QA17|G3QA17_GASAC! Uncharacterized!protein!! 3.00EU10! heat!shock!protein!betaU1! GO:0005737;!GO:0005730;!GO:0005819;!GO:0046685;!GO:0009408! ! 1.03428565682542!comp37387_c0_seq6! comp65333_c0_seq1! tr|H3HNC9|H3HNC9_STRPU! Uncharacterized!protein!! 2.00EU40! motile!sperm!domainUcontaining!protein!2! GO:0005198! ! 1.03231351175151!comp40982_c0_seq7! comp54992_c0_seq1! tr|Q17AG5|Q17AG5_AEDAE! AAEL005302UPA!! 2.00EU42! betaU!Ugalactosyltransferase! GO:0003945;!GO:0007291;!GO:0008344;!GO:0007528;!GO:0032580;!GO:0016021;!GO:0046872;!GO:0006486;!GO:0006044;!GO:0009247;!GO:0033842!
EC:2.4.1.90;!EC:2.4.1.244!
1.03116775113833!
comp38416_c0_seq9! comp38223_c0_seq1! sp|Q92982|NINJ1_HUMAN! NinjurinU1!! 4.00EU08! ninjurin!1! GO:0016021;!GO:0007155;!GO:0042246! ! 1.02997707006099!comp9772_c0_seq1! comp44781_c0_seq1! tr|G0MPV5|G0MPV5_CAEB Putative!uncharacterized! 3.00EU27! mitogenUactivated!protein!kinase!kinase! GO:0000166;!GO:0043408;!GO:0032147;!GO:0005737;! EC:2.7.11! 1.02781966656256!
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E! protein!! kinase!5! GO:0046872;!GO:0004674;!GO:0042802;!GO:0019899;!GO:0043280;!GO:0034599!comp35276_c0_seq4! comp67833_c0_seq24! tr|H2WI53|H2WI53_CAEJA! Uncharacterized!protein!! 3.00EU32! filament!protein! GO:0007275;!GO:0040007! ! 1.02639793342652!comp39186_c0_seq5! comp62005_c0_seq3! tr|F1ME41|F1ME41_BOVIN! ! 3.00EU14! dynein!light!chain!cytoplasmic! GO:0007018;!GO:0003774;!GO:0042623;!GO:0005868! ! 1.02564494657814!comp40560_c3_seq2! comp60049_c0_seq2! tr|K1Q531|K1Q531_CRAGI! ! 3.00EU22! activating!transcription!factorU!isoform!b! GO:0005704;!GO:0031618;!GO:0030431;!GO:0070829;!GO:0001077;!GO:0002385;!GO:0071470;!GO:0009651;!GO:0005701;!GO:0031453;!GO:0016021;!GO:0043565;!GO:0034605;!GO:0045944;!GO:0042803;!GO:0010866;!GO:0051403!
! 1.02534120344189!
comp40500_c1_seq4! comp65641_c1_seq5! tr|D9SP55|D9SP55_CLOC7! NBUARC!domain!protein!! 3.00EU10! tpr!repeat!containing!protein! GO:0043531;!GO:0005543;!GO:0005871;!GO:0003777! ! 1.02242140392834!comp42597_c3_seq2! comp70354_c0_seq18! tr|I3JZE5|I3JZE5_ORENI! Uncharacterized!protein!! 3.00EU27! target!of!rapamycin!complex!2!subunit!mapkap1Ulike! GO:1901981! ! 1.02095786854481!comp23434_c0_seq1! comp46652_c0_seq2! tr|D7FKZ7|D7FKZ7_ECTSI! Putative!uncharacterized!protein!! 4.00EU20! ubiquitin!family!ring!domainUcontaining!protein! GO:0008270! ! 1.02015636864341!comp38868_c0_seq4! comp19218_c0_seq1! tr|F6UD77|F6UD77_CIOIN! Uncharacterized!protein!! 3.00EU08! ras!subfamily!protein! GO:0005525;!GO:0007264;!GO:0015031! ! 1.01937897402563!comp41751_c0_seq1! comp68333_c0_seq10! tr|H2KT03|H2KT03_CLOSI! Neuronal!calcium!sensor!2!! 7.00EU51! neuronal!calcium!sensor!2! GO:0005509! ! 1.01181653877809!comp20056_c0_seq1! comp793891_c0_seq1! tr|A7RGY9|A7RGY9_NEMVE! Predicted!protein!! 7.00EU19! cysteine!desulfurase! GO:0008152;!GO:0031071;!GO:0030170! EC:2.8.1.7! 1.00937911444528!comp34044_c0_seq10! comp58478_c0_seq1! tr|E2AA40|E2AA40_CAMFO! Muscle!LIM!protein!Mlp84B!! 6.00EU07! cysteine!and!glycineUrich!protein!2! GO:0046872;!GO:0044699;!GO:0032502! ! 1.00552683576529!
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comp21392_c0_seq1! comp63889_c0_seq2! tr|E2B080|E2B080_CAMFO! Transmembrane!protein!120Ulike!protein!! 1.00EU12! transmembrane!protein!120!homolog! GO:0016021! ! 1.00408041243777!comp43200_c0_seq2! comp62072_c0_seq5! sp|Q3ED15|WAXSA_ARATH! Putative!longUchainUalcohol!OUfattyUacyltransferase!10!




























comp28076_c0_seq3! comp28316_c0_seq23! comp38377_c0_seq5! comp68364_c2_seq6! tr|C3XTX1|C3XTX1_BRAFL! Putative!uncharacterized!protein!! 9.00EU78! programmed!cell!death!protein!6Ulike! GO:0005509! ! 0.001!comp1228_c0_seq1# comp511224_c0_seq1# comp32387_c0_seq1# comp712_c0_seq1# tr|F6U0L6|F6U0L6_XENTR& Uncharacterized!protein& 6.00EU77& dna!polymerase!gamma& GO:0003887;!GO:0006260;!GO:0003677;!GO:0005760& EC:2.7.7.7& 0.003!&comp26874_c0_seq1# comp29638_c0_seq4# comp36947_c0_seq4# comp68323_c0_seq6# tr|H2LVE7|H2LVE7_ORYLA& & 9.00EU64& riboflavin!transporter!2Ulike& GO:0044699;!GO:0005886;!GO:0006810;!GO:0016021& & 0.003&comp29420_c0_seq1# comp32749_c0_seq1# comp34785_c0_seq1# comp61148_c0_seq3# tr|J9JPD0|J9JPD0_ACYPI& & 5.00EU14& myeloid!leukemia!factorUlike& GO:0005705;!GO:0006355;!GO:0050821;!GO:2000495;!GO:0048471;!GO:0005634& & 0.004!comp33085_c0_seq2# comp732872_c0_seq1# comp38794_c0_seq1# comp66453_c0_seq1# tr|C3YEF9|C3YEF9_BRAFL& Putative!uncharacterized!protein!& 7.00EU44& matrix!metalloproteinaseU16Ulike& GO:0046872;!GO:0008237& & 0.005!comp29505_c0_seq2! comp34670_c0_seq7! comp36654_c0_seq2! comp59155_c0_seq3! tr|G1PMY6|G1PMY6_MYOLU! Folylpolyglutamate!synthase!! 2.00EU109! folylpolyglutamate!mitochondrial! GO:0004326;!GO:0006730;!GO:0046901;!GO:0005524! EC:6.3.2.17! 0.006!comp31020_c0_seq5! comp8187_c0_seq1! comp41737_c0_seq11! comp66760_c0_seq8! tr|F7EM48|F7EM48_CALJA! Uncharacterized!protein!! 2.00EU67! zinc!transporter!zip9!isoform!1! GO:0016021;!GO:0046873;!GO:0006829;!GO:0055085! ! 0.007!comp32103_c0_seq48! comp38233_c2_seq1! comp41268_c1_seq32! comp69542_c2_seq6! tr|Q2LZS0|Q2LZS0_DROPS! GA16892! 2.00EU43! alan!isoform!a! GO:0000166;!GO:0042332;!GO:0003729! ! 0.007!comp22811_c0_seq2! comp9397_c0_seq1! comp42606_c0_seq4! comp70218_c0_seq3! tr|C3YCJ1|C3YCJ1_BRAFL! Putative!uncharacterized!protein!! 4.00EU75! dihydropyrimidine!dehydrogenase! GO:0006214;!GO:0050660;!GO:0006145;!GO:0051539;!GO:0002058;!GO:0050661;!GO:0009055;!GO:0004158;!
EC:1.3.3.1;!EC:1.3.1.2! 0.007!
!! 157!
GO:0005829;!GO:0046872;!GO:0019483;!GO:0006212;!GO:0042493;!GO:0006222;!GO:0055114;!GO:0042803;!GO:0017113;!GO:0006210;!GO:0007584;!GO:0007623!comp32514_c0_seq2! comp36959_c0_seq1! comp40641_c1_seq4! comp67818_c0_seq2! tr|H3B8E9|H3B8E9_LATCH! Uncharacterized!protein!! 4.00EU122! protein!phosphatase!slingshot!homolog!1!
GO:0008138;!GO:0030027;!GO:0004725;!GO:0008064;!GO:0005737;!GO:0003779;!GO:0035335;!GO:0032154;!GO:0003677;!GO:0005856;!GO:0010591;!GO:0030496;!GO:0032268;!GO:0071318;!GO:0005886;!GO:0050770!
EC:3.1.3.48! 0.010!
comp30514_c0_seq3! comp36993_c0_seq5! comp34457_c0_seq1! comp57646_c0_seq1! tr|A7S726|A7S726_NEMVE! Predicted!protein!! 2.00EU48! suppressor!of!g2!allele!of!skp1!homolog! GO:0045087;!GO:0000776;!GO:0007067;!GO:0005634;!GO:0005829;!GO:0035872;!GO:0000151!
! 0.011!!
comp26135_c0_seq5! comp46168_c0_seq1! comp39374_c0_seq2! comp65178_c1_seq2! sp|P18253|CYPH_SCHPO! PeptidylUprolyl!cisUtrans!isomerase!!
3.00EU85! peptidylUprolyl!cisUtrans!isomerase! GO:0006457;!GO:0000413;!GO:0003755;!GO:0005622! EC:5.2.1.8! 0.013!comp26974_c0_seq1! comp36117_c0_seq2! comp33073_c0_seq3! comp59640_c0_seq2! tr|C3Y0J3|C3Y0J3_BRAFL! Putative!uncharacterized!protein!! 7.00EU71! maguk!p55!subfamily!member!5! GO:0035749;!GO:0070830;!GO:0043234;!GO:0005923;!GO:0035750;!GO:0043220;!GO:0043219;!GO:0090002;!GO:0019904;!GO:0032288;!GO:0012505;!GO:0032287;!GO:0005737;!GO:0005886!
! 0.013!
comp23422_c0_seq1! comp31216_c0_seq3! comp38961_c0_seq2! comp65871_c1_seq1! tr|J9JTG2|J9JTG2_ACYPI! Uncharacterized!protein!! 6.00EU112! dynein!heavy!chain! GO:0006810;!GO:0005515;!GO:0005794;!GO:0034063;!GO:0005874;!GO:0003777;!GO:0030286;!GO:0005813;!GO:0070062;!GO:0016887;!GO:0006200;!GO:0007018;!
EC:3.6.1.3! 0.014!
!! 158!
GO:0005524;!GO:0033962!comp28868_c0_seq1! comp28689_c0_seq1! comp38464_c3_seq5! comp63606_c0_seq1! tr|E4WRD0|E4WRD0_OIKDI! ! 1.00EU52! eukaryotic!translation!initiation!factor!4e!type!3!
GO:0006413;!GO:0019221;!GO:0005845;!GO:0003743;!GO:0006417;!GO:0005829! ! 0.016!comp32407_c0_seq4! comp30851_c0_seq1! comp35626_c0_seq1! comp63618_c0_seq1! tr|G1RXS5|G1RXS5_NOMLE! Uncharacterized!protein!! 5.00EU32! tm2!domainUcontaining!protein!1! GO:0004930;!GO:0005887;!GO:0001540;!GO:0097190;!GO:0007186! ! 0.017!comp29857_c0_seq1! comp25942_c0_seq1! comp36827_c0_seq1! comp67901_c0_seq3! tr|K1QYH5|K1QYH5_CRAGI! ! 1.00EU172! ubiquitin!carboxylUterminal!hydrolase!14!
GO:0006511;!GO:0004221;!GO:0000502;!GO:0008234;!GO:0061136;!GO:0004866;!GO:0045202;!GO:0010951;!GO:0050920;!GO:0009986;!GO:0016023;!GO:0007268;!GO:0070628;!GO:0005886!
EC:3.1.2.15! 0.017!








comp36059_c0_seq1! comp33832_c1_seq1! comp33730_c0_seq1! comp58186_c0_seq3! tr|B7PPW8|B7PPW8_IXOSC! Secreted!protein,!putative! 3.00EU29! cdgsh!ironUsulfur!domainUcontaining!protein!mitochondrialUlike!
GO:0051537;!GO:0043231! ! 0.034!
comp26229_c0_seq1! comp13336_c0_seq1! comp34184_c0_seq1! comp68785_c2_seq4! tr|B4JNN2|B4JNN2_DROGR! GH24851!! 6.00EU161! membrane!metalloUendopeptidaseUlike!1Ulike!
GO:0016021;!GO:0004222;!GO:0006508! EC:3.4.24! 0.035!
comp27195_c0_seq1! comp32211_c0_seq1! comp33570_c0_seq1! comp62271_c0_seq5! tr|D7FIN3|D7FIN3_ECTSI! Microsomal!Glutathione!SUtransferase!
4.00EU38! microsomal!glutathione!sUtransferase!3Ulike!protein!
GO:0016740! ! 0.035!
comp19314_c0_seq3! comp36608_c2_seq1! comp32599_c0_seq3! comp64520_c0_seq1! tr|H2YFB0|H2YFB0_CIOSA! ! 5.00EU176! phosphoacetylglucosamine!mutase! GO:0004610;!GO:0005829;!GO:0030097;!GO:0005975;!GO:0019255;!GO:0007283;!GO:0006048;!GO:0000287;!GO:0004614;!GO:0009790!
EC:5.4.2.3;!EC:5.4.2.2! 0.037!
comp31928_c0_seq1! comp35928_c0_seq18! comp35691_c1_seq1! comp60297_c0_seq3! tr|E0VUG1|E0VUG1_PEDHC! Putative!uncharacterized!protein!! 4.00EU11! lysm!and!peptidoglycanUbinding!domainUcontaining!
GO:0016998! ! 0.039!
!! 160!
protein!1Ulike!comp29583_c0_seq1! comp24178_c0_seq1! comp29507_c0_seq1! comp65987_c0_seq2! tr|K1QLT5|K1QLT5_CRAGI! ! 5.00EU92! phospholipase!membraneUassociatedUlike! GO:0031526;!GO:0086092;!GO:0016324;!GO:0016529;!GO:0016042;!GO:0046474;!GO:0090279;!GO:0048738;!GO:0042572;!GO:0036151;!GO:0004623;!GO:1901077;!GO:0060314;!GO:1901895;!GO:0005246;!GO:0007603;!GO:0010459;!GO:0010881;!GO:0086023;!GO:0050253;!GO:0042030;!GO:0016021;!GO:0004622;!GO:0090534;!GO:0051926;!GO:0086004!
EC:3.1.1.4;!EC:3.1.1.5! 0.040!
comp21786_c1_seq1! comp16751_c0_seq1! comp40980_c5_seq2! comp62506_c0_seq3! tr|K1QVP2|K1QVP2_CRAGI! ! 9.00EU06! retinal!homeobox!protein!rx1Ulike!
GO:0060173;!GO:0021854;!GO:0006355;!GO:0060219;!GO:0010842;!GO:0043565;!GO:0003700;!GO:0007389;!GO:0005634!
! 0.041!
comp472256_c0_seq1! comp1113859_c0_seq1! comp42711_c0_seq1! comp62056_c0_seq2! tr|C7PPY6|C7PPY6_CHIPD! Glycosyl!hydrolase!family!88!! 5.00EU81! glycosyl!hydrolase!family!88! GO:0008152;!GO:0016787! EC:3! 0.044!comp18848_c0_seq1! comp19308_c0_seq2! comp42689_c2_seq4! comp70498_c0_seq8! tr|H2XV68|H2XV68_CIOIN! Uncharacterized!protein!! 2.00EU55! upf0663!transmembrane!protein!c17orf28!homolog!isoform!1!
GO:0005797;!GO:0000138;!GO:0005886;!GO:0090498;!GO:0006886;!GO:0031001;!GO:0005881!
! 0.047!





























































































































Model LogMarginalLikelihood Bayes Factor loge(BF) 
GTR+I+G -17985.85 - - 
NDCH(2) -17328.64 657 6.49 









































































































































































































































Supplementary!file!S1.!Samples!used!for!sequencing!of!candidate!genes!in!chapter!5,!including!country!of!origin!where!possible.!Sample!name! Family! Species! Country!A558.AB1! Adinetidae! Adineta#barbata# Sweden!A558.AB4! Adinetidae! Adineta#barbata# Sweden!A545.AC2! Adinetidae! Adineta#cuneata# Sweden!A545.AC3! Adinetidae! Adineta#cuneata# Sweden!A545.AC4! Adinetidae! Adineta#cuneata# Sweden!A545.AC5! Adinetidae! Adineta#cuneata# Sweden!AG25.1! Adinetidae! Adineta#gracilis# UK!AR! Adinetidae! Adineta#ricciae# Australia!BG0744_ASt1! Adinetidae! Adineta#steineri# Bulgaria!PloASt11! Adinetidae! Adineta#steineri# Poland!A661.AS1! Adinetidae! Adineta#steineri# Sweden!A661.AS2! Adinetidae! Adineta#steineri# Sweden!A661.AS3! Adinetidae! Adineta#steineri# Sweden!A661.AS4! Adinetidae! Adineta#steineri# Sweden!A661.AS5! Adinetidae! Adineta#steineri# Sweden!S09D1_ASt1! Adinetidae! Adineta#steineri# UK!A667.AT1! Adinetidae! Adineta#tuberculosa# Iceland!A667.AT2! Adinetidae! Adineta#tuberculosa# Iceland!A667.AT3! Adinetidae! Adineta#tuberculosa# Iceland!A667.AT4! Adinetidae! Adineta#tuberculosa# Iceland!A550.AT1! Adinetidae! Adineta#tuberculosa# Sweden!A550.AT2! Adinetidae! Adineta#tuberculosa# Sweden!A550.AT3! Adinetidae! Adineta#tuberculosa# Sweden!A550.AT4! Adinetidae! Adineta#tuberculosa# Sweden!A505.AV10! Adinetidae! Adineta#vaga# Sweden!A505.AV11! Adinetidae! Adineta#vaga# Sweden!A505.AV12! Adinetidae! Adineta#vaga# Sweden!A505.AV9! Adinetidae! Adineta#vaga# Sweden!1R1a! Adinetidae! Adineta#vaga# UK!JGAV4! Adinetidae! Adineta#vaga# UK!3R1a! Adinetidae! Adineta#vaga# Japan!orange!WB1! Adinetidae! Adineta#vaga# Japan!D10.6! Adinetidae! Adineta#vaga# UK!3Q1a! Adinetidae! Adineta#vaga# USA!2T34! Adinetidae! Adineta#vaga# !2V4! Adinetidae! Adineta#vaga# UK!2V5! Adinetidae! Adineta#vaga# UK!B1! Adinetidae! Adineta#vaga# UK!O1! Adinetidae! Adineta#vaga# UK!
!! 224!





Gene! gi!number! species! kingdom!AV10134! gi|340369675! Amphimedon#
queenslandica!














plants!AV10134! gi|449449080! Cucumis#sativus# plants!AV10134! gi|302768955! Selaginella#
moellendorffii#




eubacteria!AV10134! gi|498179358! Paenibacillus#elgii# eubacteria!AV10134! gi|497360342! Paenibacillus# eubacteria!AV10134! gi|375143592! Niastella#koreensis# eubacteria!AV10134! gi|515718962! Bacillus#sp.# eubacteria!AV10134! gi|496167910! Haloterrigena#
salina#
archaea!AV10134! gi|544639787! unidentified!haloarchaeon# archaea!AV10134! gi|494471393! Natronolimnobius#














metazoa!AV10092! gi|143955283! Mus#musculus# metazoa!AV10092! gi|157106609! Aedes#aegypti# metazoa!AV10092! gi|122891275! Danio#rerio# metazoa!AV10092! gi|72123746! Strongylocentrotus#
purpuratus#
metazoa!AV10092! gi|148231352! Xenopus#laevis# metazoa!AV10092! gi|91078184! Tribolium#
castaneum#
metazoa!AV10092! gi|119372308! Homo#sapiens# metazoa!
!! 226!




















eubacteria!AV10109! gi|17227848! Nostoc#sp.# eubacteria!AV10109! gi|23125604! Nostoc#
punctiforme#




























metazoa!AV10109! gi|110760009! Apis#mellifera# metazoa!AV10109! gi|21355319! Drosophila#
melanogaster#
metazoa!AV10109! gi|32450664! Mus#musculus# metazoa!AV10109! gi|33991766! Danio#rerio# metazoa!AV10109! gi|156360643! Nematostella#
vectensis#




protista!AV10027! gi|161378322! Kordia#algicida# eubacteria!AV10027! gi|209401215! Leeuwenhoekiella#
blandensis#


















AV10027! gi|156772621! Env!HumanGut# eubacteria!AV10027! gi|259120409! Env!HumanGut! eubacteria!AV10027! gi|259120210! Env!HumanGut! eubacteria!AV10027! gi|148271178! Clavibacter#
michiganensis! eubacteria!AV10027! gi|254692771! Faecalibacterium#
prausnitzii#
























































numbers&comp348_c0_seq1! comp602447_c0_seq1! tr|H2W9D2|H2W9D2_CAEJA! Uncharacterized!protein! 6.00EV48!! aquaporin!3!! GO:0015700;!GO:0042476;!GO:0015204;!GO:0015254;!GO:0016021;!GO:0015105;!GO:0070295;!GO:0015250;!GO:0071918;!GO:0005911;!GO:0032526;!GO:0015793;!GO:0016323;!GO:0034220;!GO:0002684;!GO:0005737!!
!
comp19164_c0_seq1! comp31818_c0_seq2! tr|K1QKX9|K1QKX9_CRAGI! Ryanodine!receptor!44F! 3.00EV07!! Calmodulin!4!! GO:0005625;!GO:0005509;!GO:0006468;!GO:0005524;!!GO:0004674! !comp20963_c0_seq1! comp35990_c0_seq2! tr|K1PNB8|K1PNB8_CRAGI! UbiquitinVassociated!and!SH3!domainVcontaining!protein!B! 3.00EV21!! ! ! !comp25268_c0_seq1! comp13588_c0_seq1! tr|G5AM25|G5AM25_HETGA! Sodium/myoVinositol!cotransporter!! 1.00EV41!! sodium!myoVinositol!cotransporter!
GO:0055085;!GO:0016021;!GO:0005215! !
comp26160_c0_seq1! comp25314_c0_seq1! tr|F7FA52|F7FA52_CALJA! Uncharacterized!protein! 7.00EV06!! ! ! !comp27691_c0_seq1! comp12250_c0_seq1! tr|F2U9A2|F2U9A2_SALS5! Putative!uncharacterized!protein! 1.00EV17!! ! ! !comp28091_c0_seq1! comp23515_c0_seq1! tr|F0ZUG7|F0ZUG7_DICPU! Putative!uncharacterized!protein! 5.00EV14!! ! ! !
!! 231!




transcript! R.#sordida#transcript! Top&blastx&hit! Top&blastx&description! Top&blastx&e5value! Blast2Go&annotation! GO&categories! EC&numbers!comp22521_c0_seq2! comp24853_c0_seq1! tr|B5YDH1|B5YDH1_DICT6! Methylglyoxal!synthase! 1.00EV33! ! ! !comp31598_c0_seq3! comp30521_c0_seq2! tr|E3X4J8|E3X4J8_ANODA! Uncharacterized!protein!! 1.00EV20! ! ! !comp28073_c0_seq2! comp32214_c0_seq1! tr|C3YS86|C3YS86_BRAFL! Putative!uncharacterized!protein! 1.00EV13! mitochondrial!import!inner!membrane!translocase!subunit!tim9!
GO:0072321;!GO:0005743;!GO:0046872;!GO:0051087;!GO:0045039;!GO:0042719;!GO:0005215;!GO:0042803!
!!!!comp20987_c0_seq2! comp34654_c0_seq1! tr|E0VF71|E0VF71_PEDHC! Putative!uncharacterized!protein!! 1.00EV13! ! ! !comp20087_c0_seq1! comp37343_c0_seq1! tr|B3RVW8|B3RVW8_TRIAD! Putative!uncharacterized!protein!! 7.00EV16! ! ! !comp1023_c0_seq1! comp40464_c0_seq4! tr|Q16RA8|Q16RA8_AEDAE! GRAM!domainVcontaining!protein! 2.00EV25! ! ! !comp657027_c0_seq1! comp41798_c1_seq1! tr|E2RSB5|E2RSB5_CANFA! Uncharacterized!protein! 2.00EV67! nuclear!receptor!coactivator!7!isoform!1! GO:0016998! !comp853932_c0_seq1! comp42679_c0_seq13! tr|E0VID6|E0VID6_PEDHC! Titin,!putative!! 2.00EV40! camk!mlck!protein!kinase! GO:0006468;!GO:0048856;!GO:0005524;!GO:0004687! EC:2.7.11.18!comp975489_c0_seq1! comp647801_c0_seq1! tr|Q8XX02|Q8XX02_RALSO! Putative!drug!transport!transmembrane!protein!
3.00EV09! ! ! !
!! 233!







transcript! R.#tardigrada#transcript! Top&blastx&hit! Top&blastx&description! Top&blastx&e5value! Blast2Go&annotation! GO&categories! EC&numbers!comp2248_c0_seq1! comp23728_c0_seq1! tr|Q2GMG4|Q2GMG4_CHAGB! Putative!uncharacterized!protein!! 9.00EV07! ! ! !comp14022_c0_seq1! comp713798_c0_seq1! tr|E9H7J5|E9H7J5_DAPPU! Putative!uncharacterized!protein! 5.00EV19! ! ! !comp27030_c0_seq4! comp48993_c0_seq1! tr|E9PTJ4|E9PTJ4_RAT! Glycine!cleavage!system!H!protein,!mitochondrial! 1.00EV32! glycine!cleavage!system!h!mitochondrial!precursor!






transcript! R.#sordida#transcript! Top&blastx&hit! Top&blastx&description! Top&blastx&e5value! Blast2Go&annotation! GO&categories! EC&numbers!comp7196_c0_seq1! comp21642_c1_seq1! tr|C3XUD9|C3XUD9_BRAFL! Anoctamin!! 2.00EV122! anoctaminV10!isoform!1! GO:0005622;!GO:0034220;!GO:0005886;!GO:0005229;!GO:0008219;!GO:0006821;!GO:0034707!
!
comp29222_c2_seq1! comp959053_c0_seq1! tr|B3RWB2|B3RWB2_TRIAD! Putative!uncharacterized!protein! 2.00EV06! ! ! !comp38134_c0_seq8! comp42294_c0_seq2! tr|D5GZ90|D5GZ90_LACCS! PG1!protein,!homology!to!Homo!sapiens!! 1.00EV52! ! ! !comp52055_c0_seq1! comp22710_c0_seq1! tr|D2VTC4|D2VTC4_NAEGR! Nucleoside!diphosphate!kinase! 2.00EV11! nucleoside!diphosphate!kinase! GO:0006165;!GO:0004550;!GO:0005829;!GO:0046872;!GO:0006228;!GO:0005758;!GO:0005524;!GO:0006183;!GO:0006241!
EC:2.7.4.6!
comp315285_c0_seq1! comp24853_c0_seq1! tr|B5YDH1|B5YDH1_DICT6! Methylglyoxal!synthase!! 6.00EV34! methylglyoxal!synthase! GO:0019242;!GO:0008929! !comp428731_c0_seq1! comp29342_c0_seq1! tr|A2DN14|A2DN14_TRIVA! Ankyrin!repeat!protein,!putative!! 7.00EV10! ankyrin!repeatVcontaining!protein!
GO:0008270;!GO:0016491;!GO:0055114! EC:1!






transcript! R.#tardigrada#transcript! Top&blastx&hit! Top&blastx&description! Top&blastx&e5value! Blast2Go&annotation! GO&categories! EC&numbers!comp9382_c0_seq2! comp53291_c0_seq1! tr|Q6PC57|Q6PC57_DANRE! Paqr3a!protein! 2.00EV53! ! ! !comp16651_c0_seq1! comp66182_c1_seq2! tr|H2M4Z6|H2M4Z6_ORYLA! Uncharacterized!protein!! 1.00EV15! plexin!domainVcontaining!protein!2Vlike! GO:0005737;!GO:0001525;!GO:0005615;!GO:0005923;!GO:0030425;!GO:0005886;!GO:0005515;!GO:0016021;!GO:0043025!
!




transcript! R.#tardigrada#transcript! Top&blastx&hit! Top&blastx&description! Top&blastx&e5
value! Blast2Go&annotation! GO&categories! EC&numbers!comp39104_c0_seq4! comp61646_c0_seq2! tr|C3ZKQ9|C3ZKQ9_BRAFL! Putative!uncharacterized!protein!! 3.00EV23! isoform!d! GO:0050794! !comp22991_c0_seq1! comp41290_c1_seq1! tr|H9KGD6|H9KGD6_APIME! Uncharacterized!protein!! 4.00EV44! potassium!voltageVgated!channel!subfamily!kqt!member!1Vlike! GO:0007267;!GO:0030659;!GO:0048519;!GO:0051046;!GO:0070887;!GO:0051050;!GO:0051018;!GO:0010468;!GO:0086002;!GO:0060306;!GO:0086008;!GO:0071805;!GO:0061337;!GO:0005768;!GO:0008076;!GO:0086013;!GO:0019899!
!
comp34313_c0_seq1! comp52863_c0_seq2! tr|K1RAD9|K1RAD9_CRAGI! ! 5.00EV15! ! ! !comp26050_c0_seq1! comp57761_c0_seq1! tr|J9K0N3|J9K0N3_ACYPI! Uncharacterized!protein!! 2.00EV10! h+!transporting!atp!synthase!subunit!e! GO:0008553;!GO:0015986;!GO:0005811;!GO:0000276! EC:3.6.3.6!comp36985_c0_seq1! comp64858_c0_seq2! tr|F7HDR7|F7HDR7_MACMU! P2X!purinoceptor! 2.00EV52! p2x!purinoceptor!1! GO:0045121;!GO:0051291;!GO:0043005;!GO:0031240;!GO:0030168;!GO:0004931;!GO:0008270;!GO:0005262;!GO:0008144;!GO:0033198;!GO:0043270;!GO:0007320;!GO:0046513;!GO:0006919;!GO:0003056;!GO:0051924;!GO:0035249;!GO:0045211;!GO:0001614;!GO:0043234;!GO:0002554;!GO:0035590;!GO:0019228;!GO:0070588;!GO:0051260;!GO:0005887;!
!
!! 238!
GO:0005524;!GO:0008217!comp21392_c0_seq1! comp63889_c0_seq2! tr|E2B080|E2B080_CAMFO! Transmembrane!protein!120Vlike!protein!! 1.00EV12! transmembrane!protein!120!homolog! GO:0016021! !comp30940_c0_seq1! comp60303_c0_seq2! sp|A3KNS9|ARAID_DANRE! AllVtrans!retinoic!acidVinduced!differentiation!factor!
2.00EV27! apoptosisVrelated!protein!3Vlike! GO:0048523;!GO:0051094;!GO:0060255;!GO:0030154;!GO:0030278;!GO:0016020;!GO:0005634!
!
comp42428_c0_seq10! comp70350_c0_seq28! tr|C0QQH9|C0QQH9_PERMH! ! 9.00EV34! ! ! !comp11716_c0_seq1! comp70120_c1_seq3! tr|H3J8H2|H3J8H2_STRPU! Uncharacterized!protein!! 5.00EV15! ! ! !comp35842_c0_seq1! comp58278_c0_seq1! tr|D2V7W6|D2V7W6_NAEGR! Histone!H2A!! 1.00EV36! histone!h2a! GO:0000786;!GO:0006281;!GO:0003677;!GO:0006334;!GO:0046982;!GO:0005634! !comp40386_c0_seq1! comp57261_c0_seq1! tr|B7QG32|B7QG32_IXOSC! Flavohemoprotein!B5/b5r,!putative!! 3.00EV16! ! ! !comp764651_c0_seq1! comp68173_c0_seq1! tr|K5V115|K5V115_PHACS! Uncharacterized!protein!! 2.00EV13! ! ! !comp37609_c0_seq7! comp62026_c0_seq2! tr|G6CP75|G6CP75_DANPL! ! 2.00EV23! ! ! !comp21936_c0_seq1! comp60349_c0_seq1! tr|C6B4K0|C6B4K0_RHILS! ! 2.00EV21! amidohydrolase! GO:0008152;!GO:0047980! EC:3.5.1.32!comp42780_c1_seq1! comp18431_c0_seq1! tr|K1QUN3|K1QUN3_CRAGI! ! 2.00EV18! zinc!transporter!8! GO:0008324;!GO:0055085;!GO:0040010;!GO:0006812;!GO:0032440;!GO:0016021;!GO:0055114!
EC:1.3.1.74!
comp836149_c0_seq1! comp1579342_c0_seq1! tr|D6WT64|D6WT64_TRICA! Putative!uncharacterized!protein!! 3.00EV16! ! ! !comp41240_c0_seq6! comp65113_c0_seq2! tr|K1R5L0|K1R5L0_CRAGI! ! 1.00EV25! ! ! !comp40982_c0_seq7! comp54992_c0_seq1! tr|Q17AG5|Q17AG5_AEDAE! AAEL005302VPA!! 2.00EV42! betaV!Vgalactosyltransferase! GO:0003945;!GO:0007291;!GO:0008344;!GO:0007528;! EC:2.4.1.90;!EC:2.4.1.244!
!! 239!
GO:0032580;!GO:0016021;!GO:0046872;!GO:0006486;!GO:0006044;!GO:0009247;!GO:0033842!comp29342_c0_seq1! comp790430_c0_seq1! tr|A2G1H6|A2G1H6_TRIVA! Ankyrin!repeat!protein,!putative!! 4.00EV06! ! ! !comp29762_c1_seq1! comp685597_c0_seq1! sp|O76329|ACTNB_DICDI! Interaptin!! 1.00EV18! ! ! !comp40549_c0_seq3! comp67159_c0_seq1! tr|H3B9V8|H3B9V8_LATCH! Uncharacterized!protein!! 3.00EV19! ! ! !comp33107_c0_seq1! comp66717_c0_seq3! tr|B4I0T8|B4I0T8_DROSE! GM12376!! 5.00EV31! heparanValphaVglucosaminide!nVacetyltransferaseVlike! GO:0030001;!GO:0046872! !comp37762_c0_seq4! comp61600_c0_seq1! tr|K1QV51|K1QV51_CRAGI! ! 4.00EV19! microtubuleVassociated!protein!2! GO:0035085;!GO:0001764;!GO:0006921;!GO:0034399;!GO:0019901;!GO:0030426;!GO:0045298;!GO:0005829;!GO:0007628;!GO:0005874;!GO:0008017;!GO:0045773;!GO:0071813;!GO:0030424;!GO:0005875;!GO:0008088;!GO:0047497;!GO:0032387;!GO:0060632;!GO:0005886;!GO:0031116;!GO:0017124;!GO:0034185;!GO:0005200;!GO:0010506!
!
comp9772_c0_seq1! comp44781_c0_seq1! tr|G0MPV5|G0MPV5_CAEBE! Putative!uncharacterized!protein!! 3.00EV27! mitogenVactivated!protein!kinase!kinase!kinase!5! GO:0000166;!GO:0043408;!GO:0032147;!GO:0005737;!GO:0046872;!GO:0004674;!GO:0042802;!GO:0019899;!GO:0043280;!GO:0034599!
EC:2.7.11!
comp40522_c0_seq1! comp67179_c0_seq16! tr|D3ZHH1|D3ZHH1_RAT! DeltaVlike!protein!! 8.00EV09! ! ! !comp35418_c0 comp56412_c1_ tr|Q7PSW4|Q7 AGAP000984VPA!! 2.00EV11! ! ! !
!! 240!
_seq3! seq1! PSW4_ANOGA!comp43200_c0_seq2! comp62072_c0_seq5! sp|Q3ED15|WAXSA_ARATH! Putative!longVchainValcohol!OVfattyVacyltransferase!10! 5.00EV12! probable!longVchainValcohol!oVfattyVacyltransferase!5Vlike! GO:0016020;!GO:0016740! EC:2!comp36834_c0_seq4! comp55191_c0_seq1! tr|B3NLD7|B3NLD7_DROER! GG21085!! 1.00EV19! cytoplasmic!linker!protein!isoform!q! GO:0005875;!GO:0005794;!GO:0045169;!GO:0000776;!GO:0003779;!GO:0051010;!GO:0035371;!GO:0005938;!GO:0007349;!GO:0007017;!GO:0005876!
!
comp29608_c1_seq1! comp61746_c1_seq1! tr|K1QLT5|K1QLT5_CRAGI! ! 1.00EV37! phospholipase!membraneVassociatedVlike! GO:0001523;!GO:0060314;!GO:0016529;!GO:0086004;!GO:0090534;!GO:0086092;!GO:0016042;!GO:1901077;!GO:0004622;!GO:0004623;!GO:0046474;!GO:0016021;!GO:0086023;!GO:0048738;!GO:0036151;!GO:0051926;!GO:0090279;!GO:0010881;!GO:0007603;!GO:0010459;!GO:1901895;!GO:0005246;!GO:0016324;!GO:0042030!
EC:3.1.1.5;!EC:3.1.1.4!
comp22576_c0_seq1! comp60591_c0_seq1! tr|I3KRC4|I3KRC4_ORENI! Uncharacterized!protein!! 2.00EV33! ! ! !comp41859_c0_seq1! comp65521_c0_seq3! tr|B3RX17|B3RX17_TRIAD! Predicted!protein!! 8.00EV08! ! ! !comp40035_c0_seq1! comp52810_c0_seq3! tr|C3XY09|C3XY09_BRAFL! Putative!uncharacterized!protein! 3.00EV31! ! ! !comp42313_c2_seq5! comp69889_c0_seq7! tr|I1EAW3|I1EAW3_AMPQE! Uncharacterized!protein!! 5.00EV24! crebVbinding!protein! GO:0008270;!GO:0006355;!GO:0000123;!GO:0004402;!GO:0016573;!GO:0003713! EC:2.3.1.48!comp34044_c0_seq10! comp58478_c0_seq1! tr|E2AA40|E2AA40_CAMFO! Muscle!LIM!protein!Mlp84B!! 6.00EV07! cysteine!and!glycineVrich!protein!2! GO:0046872;!GO:0044699;!GO:0032502! !
!! 241!
comp38143_c0_seq2! comp61553_c0_seq3! tr|H2R3R1|H2R3R1_PANTR! Neuroligin!4,!YVlinked!! 1.00EV55! ! ! !comp543562_c0_seq1! comp6113_c0_seq1! tr|C6CZJ9|C6CZJ9_PAESJ! Putative!uncharacterized!protein!! 4.00EV41! ! ! !comp26450_c0_seq1! comp43805_c0_seq1! tr|H2WI53|H2WI53_CAEJA! Uncharacterized!protein!! 9.00EV32! ifaV!partial! GO:0009792;!GO:0002119;!GO:0007126;!GO:0005882;!GO:0040010;!GO:0005198! !comp25681_c1_seq3! comp34706_c0_seq1! tr|C5YDX9|C5YDX9_SORBI! Putative!uncharacterized!protein!! 7.00EV09! calmodulinVlike!3! GO:0005509! !comp35276_c0_seq4! comp67833_c0_seq24! tr|H2WI53|H2WI53_CAEJA! Uncharacterized!protein!! 3.00EV32! filament!protein! GO:0007275;!GO:0040007! !comp36421_c0_seq1! comp67357_c0_seq3! tr|H9IH18|H9IH18_ATTCE! ! 1.00EV05! ! ! !comp42597_c3_seq2! comp70354_c0_seq18! tr|I3JZE5|I3JZE5_ORENI! Uncharacterized!protein!! 3.00EV27! target!of!rapamycin!complex!2!subunit!mapkap1Vlike! GO:1901981! !comp36039_c0_seq1! comp41999_c0_seq1! tr|B1XLC1|B1XLC1_SYNP2! ! 1.00EV53! 5!Vnucleotidase! GO:0009166;!GO:0008253! EC:3.1.3.5!comp25880_c0_seq1! comp63114_c1_seq1! tr|F7AHN4|F7AHN4_MONDO! Uncharacterized!protein!! 2.00EV24! phospholipase!d1! GO:0004620;!GO:0016042;!GO:0007264;!GO:0046474;!GO:0005543;!GO:0005768;!GO:0042221;!GO:0008081;!GO:0031090;!GO:0040011;!GO:0012505;!GO:0044431;!GO:0005783!
EC:3.1.4!
comp42427_c0_seq2! comp65050_c0_seq3! tr|A7TA15|A7TA15_NEMVE! Predicted!protein!! 3.00EV06! ! ! !comp36353_c0_seq2! comp43520_c0_seq2! tr|Q802F5|Q802F5_DANRE! Selenoprotein!W,!2a!! 3.00EV19! ! ! !comp26444_c0_seq2! comp59112_c1_seq1! tr|A8PJB4|A8PJB4_BRUMA! MyotubularinVrelated!protein!2,!putative! 2.00EV07! ! ! !
!! 242!
comp40267_c0_seq1! comp62346_c0_seq6! tr|E0TKE9|E0TKE9_MYCHH! P3!! 7.00EV06! ! ! !comp42509_c0_seq3! comp63407_c0_seq4! tr|G3QA17|G3QA17_GASAC! Uncharacterized!protein!! 3.00EV10! heat!shock!protein!betaV1! GO:0005737;!GO:0005730;!GO:0005819;!GO:0046685;!GO:0009408! !comp34470_c0_seq2! comp62250_c0_seq4! tr|Q54M95|Q54M95_DICDI! Putative!uncharacterized!protein!! 5.00EV07! ! ! !comp41324_c0_seq4! comp35684_c0_seq1! tr|B0D1A3|B0D1A3_LACBS! ! 3.00EV102! ! ! !comp41080_c0_seq2! comp66808_c1_seq12! tr|D2A4S3|D2A4S3_TRICA! Putative!uncharacterized!protein!! 7.00EV63! rasVrelated!protein!rabV35! GO:0000910;!GO:0045171;!GO:0006909;!GO:0005739;!GO:0007264;!GO:0045202;!GO:0005905;!GO:0019003;!GO:0005546;!GO:0016197;!GO:0031253;!GO:0043025;!GO:0003924;!GO:0005811;!GO:0045334;!GO:0015031;!GO:0005525!
!
comp39737_c0_seq5! comp58928_c0_seq4! tr|E4Y229|E4Y229_OIKDI! ! 2.00EV12! ! ! !comp38868_c0_seq4! comp19218_c0_seq1! tr|F6UD77|F6UD77_CIOIN! Uncharacterized!protein!! 3.00EV08! ras!subfamily!protein! GO:0005525;!GO:0007264;!GO:0015031! !comp22227_c0_seq1! comp622222_c0_seq1! tr|K1R247|K1R247_CRAGI! ! 3.00EV42! condensin!complex!subunit!1! GO:0007076;!GO:0005694;!GO:0005634;!GO:0005829;!GO:0051301! !comp603281_c0_seq1! comp1235822_c0_seq1! tr|G3Q702|G3Q702_GASAC! Uncharacterized!protein! 1.00EV25! carboxypeptidase!z! GO:0072657;!GO:0004181;!GO:0042043;!GO:0008270;!GO:0003214;!GO:0006508;!GO:0007155;!GO:0050839;!GO:0030070;!GO:0005794!
EC:3.4.17!
comp39794_c1_seq1! comp58391_c2_seq2! tr|B3RM75|B3RM75_TRIAD! Putative!uncharacterized!protein!! 1.00EV47! ! ! !
!! 243!
comp8027_c0_seq1! comp564153_c0_seq1! tr|D2A035|D2A035_TRICA! Putative!uncharacterized!protein!! 2.00EV34! zinc!transporter!9! GO:0005385;!GO:0072511;!!GO:0071577;!GO:0005856;!GO:0045944;!GO:0016021;!GO:0030374;!GO:0000166;!GO:0016922;!GO:0003682;!GO:0005634!
!
comp40917_c0_seq6! comp63126_c0_seq1! tr|A2DIH2|A2DIH2_TRIVA! Ankyrin!repeat!protein,!putative!! 6.00EV22! ! ! !comp34712_c0_seq1! comp366216_c0_seq1! tr|I7LZQ6|I7LZQ6_TETTS! Uncharacterized!protein!! 9.00EV12! tnf!receptorVassociated!factor!6Vlike! GO:0007166;!GO:0009617;!GO:0006955;!GO:0071310;!GO:0048513;!GO:0046872;!GO:0016567;!GO:0010740;!GO:0030154;!GO:0071902;!GO:0044767;!GO:0006950;!GO:0002682!
!
comp35148_c0_seq1! comp65386_c0_seq3! tr|D7ELL5|D7ELL5_TRICA! Putative!uncharacterized!protein!! 1.00EV18! ! ! !comp15312_c0_seq1! comp59296_c0_seq2! tr|A7S2G1|A7S2G1_NEMVE! Predicted!protein!! 2.00EV17! ! ! !comp37934_c0_seq6! comp55986_c0_seq2! tr|F6QMF7|F6QMF7_XENTR! Uncharacterized!protein! 8.00EV08! ! ! !comp615706_c0_seq1! comp895073_c0_seq1! tr|B7QJ35|B7QJ35_IXOSC! DNA!polymerase!gamma,!putative!! 5.00EV17! dna!polymerase!subunit!gammaV1! GO:0005743;!GO:0003887;!GO:0005760;!GO:0042645;!GO:0006264;!GO:0003677;!GO:0002020;!GO:0000731;!GO:0006298;!GO:0006287;!GO:0007568;!GO:0004527;!GO:0003682!
EC:2.7.7.7!
comp35762_c0_seq2! comp62591_c1_seq2! tr|J9JPD0|J9JPD0_ACYPI! ! 1.00EV10! isoform!b! GO:0005705;!GO:0006355;!GO:0050821;!GO:2000495;!GO:0048471;!GO:0005634! !comp38837_c0_seq3! comp67766_c0_seq30! tr|G3UNX8|G3UNX8_MELGA! Uncharacterized!protein!! 4.00EV06! ! ! !
!! 244!
comp41046_c2_seq2! comp24512_c0_seq1! tr|E0VJ68|E0VJ68_PEDHC! Leucine!zipperVEFVhandVcontaining!transmembrane!protein!1,!putative!!
3.00EV23! letm1!and!efVhand!domainVcontaining!protein!anonV!mitochondrialVlike!
GO:0005509;!GO:0016021;!GO:0005739! !
comp32590_c1_seq1! comp69541_c0_seq1! tr|Q2JQF7|Q2JQF7_SYNJA! Pentapeptide!repeat!family!protein!! 3.00EV12! ! ! !comp30602_c1_seq1! comp56211_c0_seq1! tr|B9N0M4|B9N0M4_POPTR! Predicted!protein!! 2.00EV13! tpa:!uVbox!domain!protein!kinase!family! GO:0016567;!GO:0004842;!GO:0016772;!GO:0000166;!GO:0000151! EC:6.3.2.19;!EC:2.7!comp23186_c0_seq1! comp56875_c0_seq4! tr|C3ZME2|C3ZME2_BRAFL! Putative!uncharacterized!protein! 3.00EV16! ! ! !comp29446_c0_seq1! comp61720_c0_seq3! tr|G7WB88|G7WB88_DESOD! Lysophospholipase! 2.00EV56! lysophospholipase! GO:0016787! EC:3!comp26911_c0_seq1! comp576797_c0_seq1! tr|F6TUP8|F6TUP8_MONDO! Uncharacterized!protein!! 3.00EV10! ! ! !comp37925_c0_seq1! comp32666_c0_seq1! tr|E4XAR4|E4XAR4_OIKDI! ! 1.00EV07! ! ! !comp36167_c0_seq1! comp12243_c0_seq1! tr|E9GYA4|E9GYA4_DAPPU! Putative!uncharacterized!protein!! 6.00EV57! monocarboxylate!transporter!1! GO:0016021;!GO:0055085! !comp559511_c0_seq1! comp51836_c0_seq1! tr|F8NHR5|F8NHR5_SERL9! Putative!uncharacterized!protein!! 9.00EV11! zinc!finger!protein!835!isoform!1! GO:0003676;!GO:0046872! !comp42545_c2_seq1! comp69357_c0_seq6! tr|K1RAD2|K1RAD2_CRAGI! ! 1.00EV11! ! ! !comp551473_c0_seq1! comp1020737_c0_seq1! sp|Q6TUI4|DICER_BOVIN! Endoribonuclease!Dicer!! 3.00EV13! endoribonuclease!dicer!isoform!1! GO:0021522;!GO:0008026;!GO:0031069;!GO:0071335;!GO:0055013;!GO:0048754;!GO:2000630;!GO:0004525;!GO:0030422;!GO:0046872;!GO:0021987;!GO:0005829;!GO:0048713;!GO:0010070;!GO:0045069;!GO:0051726;!
EC:3.1.26.3!
!! 245!
GO:0009791;!GO:0006200;!GO:0035264;!GO:0032290;!GO:0051607;!GO:0045664;!GO:0045944;!GO:0021591;!GO:0003725;!GO:0031054;!GO:0048536;!GO:0014040;!GO:0021889;!GO:0031643;!GO:0048812;!GO:0005515;!GO:0000122;!GO:0005524;!GO:0060119;!GO:0035198;!GO:0010626;!GO:0030423;!GO:0051225;!GO:0035279;!GO:0001525;!GO:0021675;!GO:0035116;!GO:0043066;!GO:0016442;!GO:0070883;!GO:0019827;!GO:0060576;!GO:0030324;!GO:0070173!comp28197_c0_seq1! comp66711_c0_seq2! tr|H9K1A0|H9K1A0_APIME! Uncharacterized!protein!! 6.00EV36! protein!ubash3a!homolog! GO:0044699;!GO:0050789! !comp41751_c0_seq1! comp68333_c0_seq10! tr|H2KT03|H2KT03_CLOSI! Neuronal!calcium!sensor!2!! 7.00EV51! neuronal!calcium!sensor!2! GO:0005509! !comp43006_c2_seq1! comp59931_c0_seq2! tr|A2ETW9|A2ETW9_TRIVA! Viral!AVtype!inclusion!protein,!putative!! 7.00EV11! ! ! !comp34597_c0_seq6! comp65110_c0_seq9! tr|F4PBE3|F4PBE3_BATDJ! Putative!uncharacterized!protein!! 2.00EV06! ! ! !comp35844_c0_seq2! comp16054_c0_seq1! tr|F7CZ65|F7CZ65_XENTR! Uncharacterized!protein!! 3.00EV06! ! ! !comp24333_c0_seq2! comp64210_c0_seq4! tr|B7PYI4|B7PYI4_IXOSC! Putative!uncharacterized!protein! 3.00EV45! ! ! !comp498159_c0_seq1! comp60548_c0_seq8! tr|E9CG87|E9CG87_CAPO3! Nuclease!Le3!! 1.00EV15! endonuclease!3! GO:0048827;!GO:0009987;!GO:0048437;!GO:0004519;!GO:0048438! !
!! 246!
comp21755_c0_seq1! comp64252_c0_seq1! tr|H3CR72|H3CR72_TETNG! Uncharacterized!protein!! 6.00EV18! ! ! !comp38416_c0_seq9! comp38223_c0_seq1! sp|Q92982|NINJ1_HUMAN! NinjurinV1!! 4.00EV08! ninjurin!1! GO:0016021;!GO:0007155;!GO:0042246! !comp41033_c0_seq2! comp69169_c2_seq2! tr|F6UAJ2|F6UAJ2_CIOIN! ! 6.00EV19! ! ! !comp32376_c2_seq1! comp14142_c0_seq1! tr|B0DPA1|B0DPA1_LACBS! Predicted!protein!! 5.00EV09! ! ! !comp41837_c1_seq9! comp66753_c2_seq1! tr|C7G014|C7G014_DICDI! Putative!uncharacterized!protein!! 3.00EV06! ! ! !comp36162_c0_seq2! comp62467_c0_seq2! tr|K7IZ87|K7IZ87_NASVI! ! 1.00EV07! chymotrypsin!inhibitor!precursor! GO:0004867;!GO:0005615;!GO:0019870;!GO:0010466;!GO:0042151;!GO:0033644;!GO:0044562;!GO:0007596!
!
comp8953_c0_seq1! comp569673_c0_seq1! tr|A7RP74|A7RP74_NEMVE! Predicted!protein! 1.00EV14! symplekin! GO:0005923;!GO:0005856;!GO:0005730;!GO:0006378;!GO:0007155;!GO:0005515;!GO:0035307;!GO:0005654;!GO:0005737;!GO:0005886!
!
comp12350_c0_seq1! comp33281_c1_seq1! tr|E2A0X0|E2A0X0_CAMFO! E3!ubiquitinVprotein!ligase!! 3.00EV09! ! ! !comp33699_c0_seq1! comp56515_c0_seq1! tr|H2TH42|H2TH42_TAKRU! Uncharacterized!protein!! 2.00EV34! ! ! !comp33889_c0_seq2! comp57803_c0_seq1! tr|K7ITZ7|K7ITZ7_NASVI! ! 5.00EV46! zinc!metalloproteinase!nasV13Vlike! GO:0004222;!GO:0006508;!GO:0008270! EC:3.4.24!comp40589_c0_seq7! comp64735_c0_seq2! tr|I1GE48|I1GE48_AMPQE! ! 2.00EV16! tumor!suppressor!candidate!3Vlike! GO:0015693;!GO:0050890;!GO:0005886;!GO:0045454;!GO:0008250;!GO:0015095;!GO:0016021;!GO:0005739!
!
comp24711_c0_seq1! comp51640_c0_seq1! tr|F7DV78|F7DV78_XENTR! Uncharacterized!protein!! 1.00EV14! leucineVrich!repeatVcontaining!protein!34! GO:0008773! EC:2.7.7.59!comp587697_c0_seq1! comp27201_c0_seq1! tr|F2R8G2|F2R8G2_STRVP! UracilVDNA!glycosylase,!family!! 5.00EV13! uracilVdna!glycosylase! GO:0006471;!GO:0003956;!GO:0016798! EC:2.4.2.31;!EC:3.2!
!! 247!
comp41169_c1_seq5! comp1307089_c0_seq1! tr|D2QPP2|D2QPP2_SPILD! ! 5.00EV07! ! ! !comp38221_c0_seq2! comp60944_c0_seq2! tr|Q23CT5|Q23CT5_TETTS! Putative!uncharacterized!protein!! 1.00EV05! ! ! !comp20823_c0_seq1! comp70616_c1_seq3! tr|H3HS97|H3HS97_STRPU! Uncharacterized!protein!! 9.00EV11! ! ! !comp15643_c0_seq1! comp49807_c1_seq1! sp|Q6NY98|MCE1_DANRE! mRNAVcapping!enzyme!! 3.00EV40! mrnaVcapping!enzyme! GO:0035335;!GO:0019048;!GO:0004651;!GO:0006370;!GO:0004725;!GO:0008138;!GO:0004484;!GO:0005654;!GO:0005525;!GO:0006366!
EC:3.1.3.33;!EC:3.1.3.48;!EC:2.7.7.50!
comp41292_c2_seq2! comp70355_c1_seq1! tr|A2EJ44|A2EJ44_TRIVA! Viral!AVtype!inclusion!protein,!putative!! 2.00EV06! ! ! !comp22989_c0_seq1! comp38696_c1_seq1! tr|A7S5P1|A7S5P1_NEMVE! Predicted!protein! 3.00EV14! protein! GO:0007165! !comp23434_c0_seq1! comp46652_c0_seq2! tr|D7FKZ7|D7FKZ7_ECTSI! Putative!uncharacterized!protein!! 4.00EV20! ubiquitin!family!ring!domainVcontaining!protein! GO:0008270! !comp19121_c0_seq1! comp50904_c0_seq1! tr|H6BY07|H6BY07_EXODN! Putative!uncharacterized!protein!! 8.00EV18! ! ! !comp37386_c0_seq1! comp63935_c0_seq2! tr|Q0UKA9|Q0UKA9_PHANO! Putative!uncharacterized!protein!! 8.00EV47! ! ! !comp42907_c4_seq4! comp52788_c0_seq1! tr|D2A3X3|D2A3X3_TRICA! Putative!uncharacterized!protein! 3.00EV66! alkyl!hydroperoxide!thiol!specific! GO:0005829;!GO:0042744;!GO:0005875;!GO:0055114;!GO:0008340;!GO:0042594;!GO:0008354;!GO:0004602;!GO:0045454;!GO:0007155;!GO:0007281;!GO:0008379;!GO:0006974!
EC:1.11.1.9!
comp32203_c0 comp18389_c0_ tr|Q7PX50|Q7 AGAP001214VPA!! 8.00EV12! ! ! !
!! 248!
_seq1! seq1! PX50_ANOGA!comp26342_c0_seq1! comp1061779_c0_seq1! tr|Q55BN2|Q55BN2_DICDI! Putative!uncharacterized!protein!! 2.00EV06! ! ! !comp11417_c0_seq1! comp38500_c0_seq1! sp|Q8K4I6|CBY1_RAT! Protein!chibby!homolog!1!! 5.00EV12! protein!chibby!homolog!1! GO:0005802;!GO:0055007;!GO:0016607;!GO:0090090;!GO:0045892;!GO:0005794;!GO:0045444;!GO:0042802;!GO:0008104;!GO:0042384;!GO:0008013;!GO:0005932!
!
comp36138_c0_seq2! comp58643_c0_seq1! tr|I3K4L4|I3K4L4_ORENI! Uncharacterized!protein!! 1.00EV51! carbonic!anhydrase!4Vlike! GO:0005737;!GO:0005886;!GO:0006730;!GO:0004089;!GO:0016021;!GO:0008270! EC:4.2.1.1!comp39264_c2_seq1! comp63496_c0_seq3! tr|F1SU03|F1SU03_PIG! Uncharacterized!protein!! 2.00EV17! basement!membraneVspecific!heparan!sulfate!proteoglycan!core!protein!
GO:0048513;!GO:0044767;!GO:0043170;!GO:0009987! !
comp40804_c0_seq3! comp70597_c1_seq1! tr|A8WU67|A8WU67_CAEBR! Protein!CBRVIFBV1!! 2.00EV46! cytoplasmic!intermediate!filament!protein! GO:0048856;!GO:0007275;!GO:0044767;!GO:0044424! !comp36623_c0_seq1! comp39298_c0_seq1! tr|D7T1R5|D7T1R5_VITVI! Putative!uncharacterized!protein! 4.00EV10! protein! GO:0008270;!GO:0044435;!GO:0016874;!GO:0016020! EC:6!comp39232_c0_seq2! comp53709_c0_seq1! tr|C3ZRZ2|C3ZRZ2_BRAFL! Putative!uncharacterized!protein!! 1.00EV45! transmembrane!protease!serine!4! GO:0016020;!GO:0005044;!GO:0006508;!GO:0004252! EC:3.4.21!comp20056_c0_seq1! comp793891_c0_seq1! tr|A7RGY9|A7RGY9_NEMVE! Predicted!protein!! 7.00EV19! cysteine!desulfurase! GO:0008152;!GO:0031071;!GO:0030170! EC:2.8.1.7!comp999531_c0_seq1! comp68147_c0_seq1! tr|F4X630|F4X630_ACREC! CalpainVD!! 3.00EV27! ! ! !comp345356_c0_seq1! comp66918_c0_seq9! tr|B4N679|B4N679_DROWI! GK18015!! 2.00EV23! ! ! !comp43265_c4_seq3! comp61509_c0_seq1! tr|B3S3S4|B3S3S4_TRIAD! Putative!uncharacterized! 1.00EV22! fasVassociated!factor!1Vlike! GO:0048731;!GO:0042176;!GO:0007253;!GO:0043161;! !
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protein!! GO:0019901;!GO:0045859;!GO:0031265;!GO:0030155;!GO:0043130;!GO:0005829;!GO:0031072;!GO:0019904;!GO:0005635;!GO:0031625;!GO:0031334;!GO:0043065;!GO:0034098;!GO:0019887;!GO:0051059;!GO:0048471!comp39510_c0_seq2! comp52694_c0_seq1! tr|K1QVY2|K1QVY2_CRAGI! ! 2.00EV07! ! ! !comp37387_c0_seq6! comp65333_c0_seq1! tr|H3HNC9|H3HNC9_STRPU! Uncharacterized!protein!! 2.00EV40! motile!sperm!domainVcontaining!protein!2! GO:0005198! !comp38493_c0_seq3! comp57938_c0_seq2! tr|H2UB84|H2UB84_TAKRU! Uncharacterized!protein!! 2.00EV55! ! ! !comp36153_c0_seq1! comp68655_c0_seq3! tr|C3XRV3|C3XRV3_BRAFL! DeltaVlike!protein!! 3.00EV11! ! ! !comp42290_c0_seq5! comp54257_c0_seq2! tr|H9GN73|H9GN73_ANOCA! P2X!purinoceptor! 8.00EV16! p2x!purinoceptor!4! GO:0010524;!GO:0035590;!GO:0042803;!GO:0001894;!GO:0002028;!GO:0097190;!GO:0005507;!GO:0045429;!GO:0014069;!GO:0034405;!GO:0004931;!GO:0005102;!GO:0042311;!GO:0019233;!GO:0008217;!GO:0055117;!GO:0060079;!GO:0010614;!GO:0030054;!GO:0051260;!GO:0008144;!GO:0050850;!GO:0043195;!GO:0005887;!GO:0048471;!GO:0008270;!GO:0005524;!GO:0055119;!GO:0045296;!GO:0042118;!GO:0045177;!GO:0001614;!GO:0032308;!GO:0043025;!GO:0043197;!GO:0019228;!GO:0033198!
!
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comp42126_c0_seq34! comp68643_c0_seq8! tr|E0VW67|E0VW67_PEDHC! Denn!domainVcontaining!protein,!putative!! 3.00EV52! denn!domainVcontaining!protein!1b!isoform!1! GO:0030136;!GO:0017112;!GO:0005829;!GO:0015031! !comp42358_c1_seq8! comp69857_c0_seq3! tr|C3YI00|C3YI00_BRAFL! Putative!uncharacterized!protein!! 4.00EV137! ! ! !comp28485_c0_seq1! comp62455_c0_seq3! tr|B7PDF7|B7PDF7_IXOSC! Na+/K+!ATPase,!beta!subunit,!putative! 2.00EV45! na+!k+!beta! GO:0006812;!GO:0016020! !comp24254_c0_seq2! comp1660_c0_seq1! tr|A7T1N0|A7T1N0_NEMVE! Predicted!protein!! 2.00EV25! transient!receptor!potential!cation!channel!subfamily!m!member!1! GO:0044763;!GO:0044765;!GO:0005216;!GO:0016020!! !comp30746_c0_seq1! comp24828_c0_seq1! tr|E9BZK5|E9BZK5_CAPO3! Glycogenin! 5.00EV07! ! ! !comp37166_c0_seq5! comp65846_c0_seq1! tr|K1QVN6|K1QVN6_CRAGI! ! 4.00EV06! ! ! !comp29481_c1_seq1! comp70366_c0_seq7! tr|H2XP09|H2XP09_CIOIN! ! 1.00EV10! ! ! !comp39385_c0_seq2! comp68761_c0_seq1! tr|C4M610|C4M610_ENTHI! Viral!AVtype!inclusion!protein!repeat,!putative!! 4.00EV30! ! ! !comp38900_c0_seq1! comp62533_c1_seq1! tr|K1QRI4|K1QRI4_CRAGI! ! 7.00EV17! ! ! !comp42166_c0_seq1! comp322934_c0_seq1! tr|G3RHB1|G3RHB1_GORGO! Iodothyronine!deiodinase!! 9.00EV27! ! ! !comp33717_c0_seq1! comp66466_c3_seq9! tr|K1PNF3|K1PNF3_CRAGI! ! 3.00EV14! pdz!domain!protein! GO:0005080;!GO:0031143;!GO:0008270;!GO:0003712;!GO:0045214;!GO:0001942;!GO:0035019;!GO:0030274;!GO:0005667;!GO:0010669;!GO:0005856;!GO:0051371;!GO:0030018;!GO:0045944;!GO:0048471;!GO:0044089;!GO:0005634!
!
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comp31134_c0_seq1! comp68140_c0_seq8! tr|J9JV98|J9JV98_ACYPI! ! 1.00EV36! ! ! !comp41046_c2_seq7! comp57117_c0_seq3! tr|E5SRM8|E5SRM8_TRISP! ! 2.00EV14! ! ! !comp42131_c6_seq1! comp67517_c0_seq5! tr|A2FX23|A2FX23_TRIVA! Formin!Homology!2!Domain!containing!protein!! 5.00EV07! ! ! !comp42201_c0_seq3! comp67567_c0_seq1! tr|K0NKH8|K0NKH8_DESTT! ! 7.00EV25! ! ! !comp43170_c0_seq8! comp62924_c0_seq4! tr|I1FSK9|I1FSK9_AMPQE! Uncharacterized!protein!! 2.00EV15! ! ! !comp601719_c0_seq1! comp48271_c0_seq1! tr|G8LSC2|G8LSC2_CLOCD! Putative!uncharacterized!protein!! 2.00EV10! ! ! !comp43251_c0_seq1! comp61996_c1_seq2! tr|G1XSG7|G1XSG7_ARTOA! Putative!uncharacterized!protein!! 5.00EV06! ! ! !comp33571_c1_seq3! comp57625_c0_seq1! tr|F7CMI3|F7CMI3_ORNAN! Histone!H2B!! 2.00EV10! ! ! !comp42282_c0_seq32! comp60033_c0_seq3! tr|H2M4X5|H2M4X5_ORYLA! Uncharacterized!protein! 5.00EV98! ! ! !comp757492_c0_seq1! comp64104_c0_seq1! tr|D8U159|D8U159_VOLCA! Putative!uncharacterized!protein!! 3.00EV07! ! ! !comp42131_c6_seq2! comp67517_c0_seq2! tr|A2FX23|A2FX23_TRIVA! Formin!Homology!2!Domain!containing!protein!! 3.00EV07! ! ! !comp499193_c0_seq1! comp46264_c0_seq1! tr|G3RCJ3|G3RCJ3_GORGO! Uncharacterized!protein! 2.00EV22! protein!kinase!c!theta!type!isoform!2! GO:0006955;!GO:0044464;!GO:0044260;!GO:0044707;!GO:0002684;!GO:0019538;!GO:0009605;!GO:0007166;!GO:0048583;!GO:0050865;!GO:0048522;!GO:0051239;!GO:0016301;!GO:0005488;!
!
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GO:0009611!comp20233_c0_seq1! comp30178_c0_seq2! tr|F6Z004|F6Z004_CIOIN! Uncharacterized!protein!! 6.00EV12! ! ! !comp26745_c0_seq1! comp8339_c0_seq1! tr|B2VRC8|B2VRC8_PYRTR! UDPVglucose,sterol!transferase!! 2.00EV06! ! ! !comp42805_c0_seq5! comp67529_c0_seq1! tr|A7RZ93|A7RZ93_NEMVE! Predicted!protein! 1.00EV11! ! ! !comp42062_c1_seq1! comp69520_c0_seq11! tr|A7S526|A7S526_NEMVE! Predicted!protein!! 3.00EV08! ! ! !comp40560_c3_seq2! comp60049_c0_seq2! tr|K1Q531|K1Q531_CRAGI! ! 3.00EV22! activating!transcription!factorV!isoform!b! GO:0005704;!GO:0031618;!GO:0030431;!GO:0070829;!GO:0001077;!GO:0002385;!GO:0071470;!GO:0009651;!GO:0005701;!GO:0031453;!GO:0016021;!GO:0043565;!GO:0034605;!GO:0045944;!GO:0042803;!GO:0010866;!GO:0051403!
!
comp21312_c0_seq1! comp421275_c0_seq1! tr|E1C7I3|E1C7I3_CHICK! Uncharacterized!protein! 1.00EV40! histamine!h3!receptorVlike! GO:0004930;!GO:0007165! !comp1855_c0_seq1! comp23311_c0_seq1! tr|F1QTS7|F1QTS7_DANRE! Uncharacterized!protein!! 5.00EV07! ! ! !comp42028_c0_seq3! comp56011_c0_seq2! tr|H9KPP9|H9KPP9_APIME! ! 2.00EV17! ceramide!kinase! GO:0005488;!GO:0016301;!GO:0044424;!GO:0044237! !comp34421_c0_seq1! comp45104_c0_seq1! tr|J6EWW8|J6EWW8_TRIAS! ! 6.00EV09! ! ! !comp42764_c0_seq2! comp69512_c0_seq2! tr|J9JXM6|J9JXM6_ACYPI! ! 2.00EV08! ! ! !comp36008_c0_seq1! comp62312_c0_seq1! tr|I1FKG1|I1FKG1_AMPQE! Uncharacterized!protein!! 2.00EV63! phosphoglycerate!mutase! GO:0010363;!GO:0009963;!GO:0006612;!GO:0016310;!GO:0016301;!GO:0010583;!GO:0009407!
!
comp32220_c0_seq4! comp18569_c0_seq1! tr|Q22C74|Q22C74_TETTS! Putative!uncharacterized! 2.00EV06! ! ! !
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protein!!comp39186_c0_seq5! comp62005_c0_seq3! tr|F1ME41|F1ME41_BOVIN! ! 3.00EV14! dynein!light!chain!cytoplasmic! GO:0007018;!GO:0003774;!GO:0042623;!GO:0005868! !comp38206_c1_seq1! comp63716_c0_seq2! tr|E1ZY63|E1ZY63_CAMFO! Monocarboxylate!transporter!12!! 4.00EV45! monocarboxylate!transporter! GO:0055085;!GO:0016021! !comp38555_c1_seq2! comp66334_c0_seq2! tr|H2Y9P8|H2Y9P8_CIOSA! ! 5.00EV26! disabled!homolog!2Vlike! GO:0016358;!GO:0021942;!GO:0043005;!GO:0007219;!GO:0051645;!GO:0016020;!GO:0097477;!GO:0048712;!GO:0021589;!GO:0050771;!GO:0006898;!GO:0007162;!GO:0005543;!GO:0007494;!GO:0021813;!GO:0005829;!GO:0007628;!GO:0043548;!GO:0042169;!GO:0046426;!GO:0007264;!GO:0043025;!GO:0021517;!GO:0045860;!GO:0005903;!GO:0042493;!GO:0014069;!GO:0045666;!GO:0045177;!GO:0048471!
!
comp38917_c0_seq2! comp68074_c0_seq7! tr|F6HNZ7|F6HNZ7_VITVI! Putative!uncharacterized!protein! 2.00EV12! ! ! !comp43114_c3_seq1! comp62439_c0_seq1! tr|A8E7S8|A8E7S8_DANRE! Novel!protein!! 6.00EV09! ! ! !comp30204_c0_seq1! comp63256_c0_seq2! tr|A2E8H6|A2E8H6_TRIVA! Viral!AVtype!inclusion!protein,!putative!! 3.00EV13! ! ! !comp40500_c1_seq4! comp65641_c1_seq5! tr|D9SP55|D9SP55_CLOC7! NBVARC!domain!protein!! 3.00EV10! tpr!repeat!containing!protein! GO:0043531;!GO:0005543;!GO:0005871;!GO:0003777! !comp4607_c0_seq1! comp31209_c0_seq1! tr|B7Q4F3|B7Q4F3_IXOSC! Putative!uncharacterized!protein!! 4.00EV08! ! ! !comp42822_c1 comp64466_c0_ tr|E5SB51|E5S ! 1.00EV23! zinc!transporter!10! GO:0016021;!GO:0008324;! !
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comp1228_c0_seq1! comp511224_c0_seq1! comp32387_c0_seq1! comp712_c0_seq1! tr|F6U0L6|F6U0L6_XENTR! Uncharacterized!protein! 6.00EV77! dna!polymerase!gamma! GO:0003887;!GO:0006260;!GO:0003677;!GO:0005760! EC:2.7.7.7!comp14657_c0_seq1! comp24773_c0_seq1! comp33624_c0_seq1! comp59637_c0_seq1! tr|D6WKJ3|D6WKJ3_TRICA! Putative!uncharacterized!protein!! 1.00EV05! ! ! !comp18848_c0_seq1! comp19308_c0_seq2! comp42689_c2_seq4! comp70498_c0_seq8! tr|H2XV68|H2XV68_CIOIN! Uncharacterized!protein!! 2.00EV55! upf0663!transmembrane!protein!c17orf28!homolog!isoform!1!
GO:0005797;!GO:0000138;!GO:0005886;!GO:0090498;!GO:0006886;!GO:0031001;!GO:0005881!
!
comp19216_c0_seq1! comp31045_c0_seq2! comp40658_c0_seq1! comp67859_c0_seq1! tr|H2JNG3|H2JNG3_STRHJ! BetaVlactamase!! 5.00EV50! ! ! !comp19314_c0_seq3! comp36608_c2_seq1! comp32599_c0_seq3! comp64520_c0_seq1! tr|H2YFB0|H2YFB0_CIOSA! ! 5.00EV176! phosphoacetylglucosamine!mutase! GO:0004610;!GO:0005829;!GO:0030097;!GO:0005975;!GO:0019255;!GO:0007283;!GO:0006048;!GO:0000287;!GO:0004614;!GO:0009790!
EC:5.4.2.3;!EC:5.4.2.2!




comp22651_c1_seq1! comp289494_c0_seq1! comp28350_c0_seq2! comp64375_c0_seq8! tr|K7J1M5|K7J1M5_NASVI! ! 3.00EV109! lipase!maturation!factor!2Vlike! GO:0016021;!GO:0005789! !comp22811_c0_seq2! comp9397_c0_seq1! comp42606_c0_seq4! comp70218_c0_seq3! tr|C3YCJ1|C3YCJ1_BRAFL! Putative!uncharacterized!protein!! 4.00EV75! dihydropyrimidine!dehydrogenase! GO:0006214;!GO:0050660;!GO:0006145;!GO:0051539;!GO:0002058;!GO:0050661;!GO:0009055;!GO:0004158;!GO:0005829;!GO:0046872;!GO:0019483;!GO:0006212;!GO:0042493;!GO:0006222;!GO:0055114;!GO:0042803;!GO:0017113;!GO:0006210;!GO:0007584;!GO:0007623!
EC:1.3.3.1;!EC:1.3.1.2!
comp23422_c0_seq1! comp31216_c0_seq3! comp38961_c0_seq2! comp65871_c1_seq1! tr|J9JTG2|J9JTG2_ACYPI! Uncharacterized!protein!! 6.00EV112! dynein!heavy!chain! GO:0006810;!GO:0005515;!GO:0005794;!GO:0034063;!GO:0005874;!GO:0003777;!GO:0030286;!GO:0005813;!GO:0070062;!GO:0016887;!GO:0006200;!GO:0007018;!GO:0005524;!GO:0033962!
EC:3.6.1.3!
comp25122_c0_seq1! comp20254_c0_seq1! comp27159_c0_seq1! comp67776_c0_seq1! tr|D2QPP2|D2QPP2_SPILD! ! 1.00EV37! ! ! !comp25346_c0_seq1! comp22433_c0_seq1! comp34532_c0_seq1! comp59830_c1_seq2! tr|F6HAW3|F6HAW3_VITVI! Putative!uncharacterized!protein!! 1.00EV10! ! ! !comp26113_c0_seq1! comp31432_c0_seq1! comp29610_c0_seq1! comp69848_c0_seq3! tr|F7AZ47|F7AZ47_CIOIN! Uncharacterized!protein!! 1.00EV50! fibropellinV1V!partial! GO:0044699;!GO:0032502! !comp26135_c0_seq5! comp46168_c0_seq1! comp39374_c0_seq2! comp65178_c1_seq2! sp|P18253|CYPH_SCHPO! PeptidylVprolyl!cisVtrans!isomerase!!
3.00EV85! peptidylVprolyl!cisVtrans!isomerase! GO:0006457;!GO:0000413;!GO:0003755;!GO:0005622! EC:5.2.1.8!comp26229_c0_seq1! comp13336_c0_seq1! comp34184_c0_seq1! comp68785_c2_seq4! tr|B4JNN2|B4JNN2_DROGR! GH24851!! 6.00EV161! membrane!metalloVendopeptidaseVlike!1Vlike!
GO:0016021;!GO:0004222;!GO:0006508! EC:3.4.24!
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comp26305_c0_seq1! comp38217_c0_seq4! comp38487_c0_seq2! comp64676_c0_seq2! tr|F2UIE7|F2UIE7_SALS5! Putative!uncharacterized!protein!! 2.00EV21! ! ! !comp26874_c0_seq1! comp29638_c0_seq4! comp36947_c0_seq4! comp68323_c0_seq6! tr|H2LVE7|H2LVE7_ORYLA! ! 9.00EV64! riboflavin!transporter!2Vlike! GO:0044699;!GO:0005886;!GO:0006810;!GO:0016021! !comp26974_c0_seq1! comp36117_c0_seq2! comp33073_c0_seq3! comp59640_c0_seq2! tr|C3Y0J3|C3Y0J3_BRAFL! Putative!uncharacterized!protein!! 7.00EV71! maguk!p55!subfamily!member!5! GO:0035749;!GO:0070830;!GO:0043234;!GO:0005923;!GO:0035750;!GO:0043220;!GO:0043219;!GO:0090002;!GO:0019904;!GO:0032288;!GO:0012505;!GO:0032287;!GO:0005737;!GO:0005886!
!
comp27195_c0_seq1! comp32211_c0_seq1! comp33570_c0_seq1! comp62271_c0_seq5! tr|D7FIN3|D7FIN3_ECTSI! Microsomal!Glutathione!SVtransferase!
4.00EV38! microsomal!glutathione!sVtransferase!3Vlike!protein!
GO:0016740! !




GO:0051926;!GO:0086004!comp28868_c0_seq1! comp28689_c0_seq1! comp38464_c3_seq5! comp63606_c0_seq1! tr|E4WRD0|E4WRD0_OIKDI! ! 1.00EV52! eukaryotic!translation!initiation!factor!4e!type!3!
GO:0006413;!GO:0019221;!GO:0005845;!GO:0003743;!GO:0006417;!GO:0005829! !comp29355_c0_seq2! comp31994_c0_seq1! comp43238_c0_seq5! comp69101_c1_seq4! tr|A8ZXE3|A8ZXE3_DESOH! Putative!uncharacterized!protein!! 1.00EV41! ! ! !comp29392_c1_seq1! comp35541_c0_seq1! comp28332_c2_seq1! comp61119_c0_seq1! tr|D4A3V3|D4A3V3_RAT! ! 4.00EV11! ! ! !comp29420_c0_seq1! comp32749_c0_seq1! comp34785_c0_seq1! comp61148_c0_seq3! tr|J9JPD0|J9JPD0_ACYPI! ! 5.00EV14! myeloid!leukemia!factorVlike! GO:0005705;!GO:0006355;!GO:0050821;!GO:2000495;!GO:0048471;!GO:0005634! !comp29505_c0_seq2! comp34670_c0_seq7! comp36654_c0_seq2! comp59155_c0_seq3! tr|G1PMY6|G1PMY6_MYOLU! Folylpolyglutamate!synthase!! 2.00EV109! folylpolyglutamate!mitochondrial! GO:0004326;!GO:0006730;!GO:0046901;!GO:0005524! EC:6.3.2.17!comp29583_c0_seq1! comp24178_c0_seq1! comp29507_c0_seq1! comp65987_c0_seq2! tr|K1QLT5|K1QLT5_CRAGI! ! 5.00EV92! phospholipase!membraneVassociatedVlike! GO:0031526;!GO:0086092;!GO:0016324;!GO:0016529;!GO:0016042;!GO:0046474;!GO:0090279;!GO:0048738;!GO:0042572;!GO:0036151;!GO:0004623;!GO:1901077;!GO:0060314;!GO:1901895;!GO:0005246;!GO:0007603;!GO:0010459;!GO:0010881;!GO:0086023;!GO:0050253;!GO:0042030;!GO:0016021;!GO:0004622;!GO:0090534;!GO:0051926;!GO:0086004!
EC:3.1.1.4;!EC:3.1.1.5!
comp6351_c0_seq1! comp24514_c0_seq1! comp29508_c0_seq1! comp66809_c0_seq7! tr|B4N224|B4N224_DROWI! GK16414!! 2.00EV37! ! ! !comp29857_c0_seq1! comp25942_c0_seq1! comp36827_c0_seq1! comp67901_c0_seq3! tr|K1QYH5|K1QYH5_CRAG ! 1.00EV172! ubiquitin!carboxylV GO:0006511;!GO:0004221;!GO:0000502;!GO:0008234;! EC:3.1.2.15!
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I! terminal!hydrolase!14! GO:0061136;!GO:0004866;!GO:0045202;!GO:0010951;!GO:0050920;!GO:0009986;!GO:0016023;!GO:0007268;!GO:0070628;!GO:0005886!comp30120_c0_seq2! comp34432_c0_seq2! comp41806_c0_seq1! comp65595_c0_seq8! tr|G4VNB4|G4VNB4_SCHMA! Ceramidase!! 7.00EV19! ferricVchelate!reductase!1! GO:0017040! EC:3.5.1.23!comp30139_c0_seq2! comp29086_c0_seq1! comp39086_c0_seq1! comp69637_c0_seq2! tr|B4G3L5|B4G3L5_DROPE! GL24465!! 3.00EV93! ! ! !comp30514_c0_seq3! comp36993_c0_seq5! comp34457_c0_seq1! comp57646_c0_seq1! tr|A7S726|A7S726_NEMVE! Predicted!protein!! 2.00EV48! suppressor!of!g2!allele!of!skp1!homolog! GO:0045087;!GO:0000776;!GO:0007067;!GO:0005634;!GO:0005829;!GO:0035872;!GO:0000151!
!
comp30578_c0_seq1! comp36772_c0_seq3! comp23883_c0_seq1! comp55540_c0_seq2! tr|K1QSY2|K1QSY2_CRAGI! ! 4.00EV33! ! ! !comp31020_c0_seq5! comp8187_c0_seq1! comp41737_c0_seq11! comp66760_c0_seq8! tr|F7EM48|F7EM48_CALJA! Uncharacterized!protein!! 2.00EV67! zinc!transporter!zip9!isoform!1! GO:0016021;!GO:0046873;!GO:0006829;!GO:0055085! !comp31284_c0_seq3! comp32590_c0_seq1! comp33672_c0_seq1! comp68834_c0_seq1! tr|K1P8Z2|K1P8Z2_CRAGI! ! 0! histidineVVtrna!cytoplasmic!isoform!1! GO:0005737;!GO:0006427;!GO:0005524;!GO:0004821! EC:6.1.1.21!comp31928_c0_seq1! comp35928_c0_seq18! comp35691_c1_seq1! comp60297_c0_seq3! tr|E0VUG1|E0VUG1_PEDHC! Putative!uncharacterized!protein!! 4.00EV11! lysm!and!peptidoglycanVbinding!domainVcontaining!protein!1Vlike!
GO:0016998! !
comp32103_c0_seq48! comp38233_c2_seq1! comp41268_c1_seq32! comp69542_c2_seq6! tr|Q2LZS0|Q2LZS0_DROPS! GA16892! 2.00EV43! alan!isoform!a! GO:0000166;!GO:0042332;!GO:0003729! !comp32391_c0_seq1! comp36866_c0_seq1! comp33834_c0_seq2! comp694452_c0_seq1! tr|E9BWF9|E9BWF9_CAPO3! Predicted!protein!! 1.00EV48! ! ! !comp32407_ comp30851 comp35626 comp63618_c tr|G1RXS5|G1 Uncharacter 5.00EV tm2!domainV GO:0004930;!GO:0005887;! !
!! 260!
c0_seq4! _c0_seq1! _c0_seq1! 0_seq1! RXS5_NOMLE! ized!protein!! 32! containing!protein!1! GO:0001540;!GO:0097190;!GO:0007186!comp32412_c0_seq2! comp18964_c0_seq1! comp41579_c0_seq3! comp63774_c0_seq3! tr|I8IEF2|I8IEF2_ASPO3! ! 2.00EV18! ! ! !comp32514_c0_seq2! comp36959_c0_seq1! comp40641_c1_seq4! comp67818_c0_seq2! tr|H3B8E9|H3B8E9_LATCH! Uncharacterized!protein!! 4.00EV122! protein!phosphatase!slingshot!homolog!1!
GO:0008138;!GO:0030027;!GO:0004725;!GO:0008064;!GO:0005737;!GO:0003779;!GO:0035335;!GO:0032154;!GO:0003677;!GO:0005856;!GO:0010591;!GO:0030496;!GO:0032268;!GO:0071318;!GO:0005886;!GO:0050770!
EC:3.1.3.48!




comp33071_c0_seq5! comp415867_c0_seq1! comp41898_c0_seq2! comp59226_c0_seq1! tr|A0LJV3|A0LJV3_SYNFM! Thaumatin,!pathogenesisVrelated!protein!!
7.00EV61! ! ! !
comp33085_c0_seq2! comp732872_c0_seq1! comp38794_c0_seq1! comp66453_c0_seq1! tr|C3YEF9|C3YEF9_BRAFL! Putative!uncharacterized!protein!! 7.00EV44! matrix!metalloproteinaseV16Vlike! GO:0046872;!GO:0008237! !comp33104_c0_seq7! comp36329_c0_seq4! comp23460_c0_seq1! comp357408_c0_seq1! tr|E1C916|E1C916_CHICK! CysteineVrich!motor!neuron!1!protein!!
3.00EV06! ! ! !
comp33168_c0_seq2! comp38137_c0_seq3! comp42816_c0_seq11! comp69733_c0_seq3! tr|K1Q5J3|K1Q5J3_CRAGI! ! 7.00EV42! ! ! !
!! 261!
comp33345_c0_seq3! comp38047_c0_seq8! comp42695_c0_seq10! comp63736_c0_seq4! tr|K1QRD1|K1QRD1_CRAGI! ! 1.00EV25! ! ! !comp34335_c0_seq1! comp48991_c0_seq1! comp25962_c0_seq1! comp62870_c0_seq1! tr|B7QKY7|B7QKY7_IXOSC! NADH:ubiquinone!oxidoreductase!
2.00EV18! ! ! !
comp36059_c0_seq1! comp33832_c1_seq1! comp33730_c0_seq1! comp58186_c0_seq3! tr|B7PPW8|B7PPW8_IXOSC! Secreted!protein,!putative! 3.00EV29! cdgsh!ironVsulfur!domainVcontaining!protein!mitochondrialVlike!
GO:0051537;!GO:0043231! !
comp472256_c0_seq1! comp1113859_c0_seq1! comp42711_c0_seq1! comp62056_c0_seq2! tr|C7PPY6|C7PPY6_CHIPD! Glycosyl!hydrolase!family!88!! 5.00EV81! glycosyl!hydrolase!family!88! GO:0008152;!GO:0016787! EC:3!comp5958_c0_seq1! comp565643_c0_seq1! comp25826_c0_seq1! comp65341_c0_seq1! tr|Q87Z52|Q87Z52_PSESM! ! 7.00EV18! ! ! !!!
&
